
IMGVR_UViG_3300009965_000004|3300009965|Ga0133741_100005 53032:56934(+)
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IMGVR_UViG_3300008732_000005|3300008732|Ga0113984_100079 55268:66931(+)
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SRR5495007_NODE_2_length_64114_cov_28.626344 53476:63318(+)
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