
MGV-GENOME-0341741 57324:2975(+)

1 284 85 86 87 88 89 90 91 92 93 94
95

96

integrase (CDS_0097)

98

SRR5495007_NODE_2_length_64114_cov_28.626344 54785:64031(+)

83 85 87 88 89 90 91

uvig_35087 54278:2975(+)

83 85 86 87 89 9091 92 93 94 95 96 97 98 99

MGV-GENOME-0342280 54223:67715(+)

88 8990 91 92 93 94 95 96 97 98

SRS016133_a1_ct14373 54492:67218(+)

85 86 8788 89 90 91 92 93 94

IMGVR_UViG_3300007314_000008|3300007314|Ga0104968_100086 55370:68889(+)

90 91
92

93 94 95 96 97 98 99 100 101 102

IMGVR_UViG_3300008730_000001|3300008730|Ga0113886_1000034 54598:2975(+)

87 90 91 92 93 94 95 96 97 98 99 100

TemPhD_cluster_56304 53704:2975(+)

86 87 88 89 90 91 92 93 94 95 96 97

IMGVR_UViG_3300009965_000004|3300009965|Ga0133741_100005 54340:67674(+)

84 85 89 90
91

92 93 94 95 96 97 98 99 100 101

SAMN00699733_b1_ct8 52903:65950(+)

77 79 80 83 8485 86 87 88 89 90 91 92

IMGVR_UViG_3300008732_000005|3300008732|Ga0113984_100079 58192:68195(+)

90 91 93 94 95 96 97 98

SRS017076_a1_ct8231 58192:68083(+)

92 93 94 95 96 97

IMGVR_UViG_3300045988_108221|3300045988|Ga0495776_001773 56498:2975(+)

89 90 91 92 93 94 95 96 97 98 99

MGV-GENOME-0339055 54045:2975(+)

82 87 88 89 90 9192 93 94

IMGVR_UViG_3300045988_071225|3300045988|Ga0495776_121973 55491:63734(+)

CDS_0082
CDS_0083 CDS_0086

CDS_0087
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6000 nt

head and packaging integration and excision unknown function


