
uvig_339720 68144:77027(+)

CDS_0084
CDS_0085

CDS_0086
CDS_0087

CDS_0088
CDS_0089

CDS_0090
CDS_0091

CDS_0092
CDS_0093

CDS_0094
CDS_0095

CDS_0096
CDS_0097

CDS_0098

IMGVR_UViG_3300045988_103848|3300045988|Ga0495776_136941 68108:78859(+)

81 86 87 89 90 91 92 93 97 98

MGV-GENOME-0355199 71524:79909(+)

CDS_0088 CDS_0090
CDS_0091

CDS_0092 CDS_0096 CDS_0097

uvig_539609 69217:78331(+)

88 89 90 91 92 96

MGV-GENOME-0354592 69964:79243(+)

91 92 93 94 95 96

uvig_382503 70230:79261(+)

90 91 92 93 94 98 101

IMGVR_UViG_3300008547_000004|3300008547|Ga0111055_100149 71202:80447(+)

90 91 92 93 94 95 100 101

uvig_395908 71368:80102(+)

89 90 91 92 93

MGV-GENOME-0354135 69379:78631(+)

91 92 93 94 95 96 101

IMGVR_UViG_3300045988_069838|3300045988|Ga0495776_136866 69379:78631(+)

91 92 93 94 95 96

IMGVR_UViG_3300045988_118827|3300045988|Ga0495776_149224 71171:79330(+)

92 93 94 95 96 100 endolysin (CDS_0101)

uvig_354943 71216:80112(+)

90 91 92 93 94 95 102

IMGVR_UViG_3300008712_000007|3300008712|Ga0113873_100172 70713:80673(+)

90 91 93 94 95 96 97

MGV-GENOME-0356400 70613:81079(+)

90 92 93 94 95 96 97

Rampelli_20001_NODE_2_length_84693_cov_7.828363 69714:80092(+)

92 93 94 95 96

IMGVR_UViG_3300045988_121511|3300045988|Ga0495776_008482 70078:79527(+)

88 89 90 91 92 95 96

IMGVR_UViG_3300045988_126360|3300045988|Ga0495776_008434 70438:79370(+)

CDS_0090
CDS_0091

CDS_0092 CDS_0093

uvig_503724 55859:64806(+)

CDS_0070
CDS_0071

CDS_0072 CDS_0073

IMGVR_UViG_3300029058_000004|3300029058|Ga0169611_100140 73993:82527(+)

CDS_0093 CDS_0094 CDS_0095

uvig_507421 70732:78862(+)

CDS_0090 CDS_0091

MGV-GENOME-0349209 62662:71807(+)

74 75 76 77 78 79

MGV-GENOME-0354431 69999:79046(+)

91 92 93 94 95

MGV-GENOME-0334978 48324:57240(+)

CDS_0062 CDS_0063 CDS_0064

uvig_119479 71441:80519(+)

92 93 94 95 96 97

uvig_453958 71433:80550(+)

89 90 91 92 93

MGV-GENOME-0356085 71707:80759(+)

CDS_0091 CDS_0092 CDS_0093 CDS_0094

IMGVR_UViG_3300045988_124052|3300045988|Ga0495776_096591 72143:80266(+)

92 93 94 95 96 97

MGV-GENOME-0355561 72143:80266(+)

92 93 94 95 96 97

MGV-GENOME-0355048 72250:79751(+)

CDS_0092
CDS_0093

CDS_0094

MGV-GENOME-0354430 69717:79055(+)

90 91 92 93 94

uvig_559368 71517:82549(+)

CDS_0091
LOS (VF0326) (CDS_0093)

CDS_0094

IMGVR_UViG_3300045988_113429|3300045988|Ga0495776_006411 70877:79972(+)

91 92 93 94 95

uvig_21059 59219:67756(+)

CDS_0079
CDS_0080

CDS_0081

IMGVR_UViG_3300045988_113130|3300045988|Ga0495776_017203 68614:77479(+)

CDS_0092
CDS_0093

CDS_0094
CDS_0095

MGV-GENOME-0348015 61283:70381(+)

71 72 73 74 75

uvig_180230 70029:79194(+)

CDS_0090 CDS_0091 CDS_0092 CDS_0093

uvig_382251 72763:81360(+)

CDS_0093 CDS_0094
CDS_0095

CDS_0096 CDS_0099

uvig_77294 71727:80546(+)

93 94 95 96 97 100

MGV-GENOME-0355419 71085:80122(+)

87
88

92 93 94 95 96 97

IMGVR_UViG_3300045988_130167|3300045988|Ga0495776_025600 71566:80656(+)

91
92 93 94 95 96

MGV-GENOME-0352528 71899:80743(+)

CDS_0093 CDS_0094
CDS_0095

CDS_0096 CDS_0103

IMGVR_UViG_3300045988_116225|3300045988|Ga0495776_049055 71899:80743(+)

CDS_0093 CDS_0094
CDS_0095

CDS_0096

IMGVR_UViG_3300045988_082707|3300045988|Ga0495776_039763 72827:80999(+)

CDS_0090 CDS_0091 CDS_0092 CDS_0096

MGV-GENOME-0356329 72827:80999(+)

CDS_0090 CDS_0091 CDS_0092

uvig_67446 69523:80854(+)

88 92 93 94 95 96

MGV-GENOME-0356175 69523:80061(+)

91 92 93 94 95

uvig_485507 47107:57466(+)

CDS_0059 CDS_0065
CDS_0066

CDS_0067 CDS_0068

MGV-GENOME-0354348 69303:78949(+)

89 90 91 92 93

uvig_31747 69454:83222(+)

87 90 91 92 93 94
transcriptional regulator (CDS_0095)

96

IMGVR_UViG_3300045988_099121|3300045988|Ga0495776_166262 69454:80783(+)

CDS_0090 CDS_0091 CDS_0092 CDS_0093

MGV-GENOME-0356856 70784:81464(+)

CDS_0088
CDS_0089

CDS_0090 CDS_0095 CDS_0096 CDS_0097

uvig_542718 70062:77382(+)

CDS_0083 CDS_0088
CDS_0089

CDS_0090 CDS_0095

uvig_418232 70628:79244(+)

CDS_0090 CDS_0091
CDS_0092

CDS_0093

uvig_351568 69456:79839(+)

CDS_0091 CDS_0095 CDS_0096 CDS_0097 CDS_0101

MGV-GENOME-0339755 51200:60763(+)

59 65 66 67 68 69

MGV-GENOME-0344611 54257:65868(+)

Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0061) 67 68 69 70 71

uvig_128238 54257:65868(+)

67 68 69 70 71

MGV-GENOME-0346617 57282:68148(+)

64 70 71 72 73 74

MGV-GENOME-0354127 69074:78226(+)

89 90 91 92 93

5000 nt
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