transcriptional repressor (CDS_0040)
endolysin (CDS_0033)
holin (CDS_0032)
CDS_0036
CDS_0034 CDS_0041
| [ ¢€Ds.0037 cDs 0039 CDS_0042
CDS_0035 €DS 0038 | | | ]cCDs.0043

ivig 2745 23744:31395(+)

CDS_0035
CDS_0034 CDS_0038

XKD

IMGVR_UViG_3300029099_000220|3300029099|Ga0169186_100308|15318-64173 23647:31844(+)

hemolysin (CDS_0028)
holin (CDS_0029)
| T CDS_0032 DNA methyltransferase (CDS_0035)

DEKEHEEKEHHD

IMGVR_UViG_3300045988_116122|3300045988|Ga0495776_116957 23392:31365(+)

ParA-like partition protein (CDS_0037)
HitABC (VF0268) (CDS_0042)
39 41 DNA repair protein (CDS_0045)
36 [38[40] 43 44 | 46 DNAmethyltransferase (CDS_0047)

uvig_440989_ 23655:40046(+)

ParA-like partition protein (CDS_0037)
transposase (CDS_0039)
3% | 38 4041 42 43 44 47 48

IMGVR_UViG_3300029756_000238|3300029756|Ga0242840_100258|1-54924 23655:38034(+)

ParB-like partitionﬁrotein (CDS_0038)
ParA-like partition protein (CDS_0037)
36 | 3940 41 42 43 DNA methyltransferase (CDS_0044)

KGR D- DO DIOETE-CHHHD

SAMNO4571716_a1_ct118318_vs1 23650:38322(+)

ParB-like partitionﬁrotein (CDS_0038)
ParA-like partition protein (CDS_0037)
CDS_0036 | transposase (CDS_0039)

XK —E@ECCTEHD

IMGVR_UViG_3300029410_000326|3300029410|Ga0242843_100360[2-51817 23655:34926(+)

ParA-like partition protein (CDS_0037)
CDS_0036 cbs 5_0038 transposase (CDS_0039)

KNG —C KO-

IMGVR_UViG_3300029328_000289|3300029328|Ga0242837_100364(18273-70634 23655:35472(+)

ParA-like partition protein (CDS_0037)
36 [ 38 39 404142 43

IEGED D IOEEKEHHD

IMGVR_UViG_3300014564_000212|3300014564|Ga0169885_100209(12637-65413 23656:36180(+)

ParB-like partitionﬁrotein (CDS_0039)
ParA-like partition protein (CDS_0038)

ABC transporter (VF0818) (CDS_0045)
36 ABC transporter (VF0818) (CDS_0044) 52
137 40 41 42 43 | 46 47 48495051 53 54

uvig_319734 23654:45183(+)
ParB-like partition protein (CDS_0038)

ParA-like partition pr(fein (CDS_0037) hydrolase (CDS_0051)
transposase (CDS_0039) ClpE (VF0073) (CDS_0045) peptidase (CDS_0052)
36 | 4041 42 4344 46 4748 49 50 | 53 54 55 56 57 5859 DNA methyltransferase (CDS_0060)

E-KCIBDECHBD—EBDH T OETKEK MDD

uvig 432054 23655:56147(+)

hydrolase (CDS_0042)
peptidase (CDS_0043) 47
3 37 3839 40 41 | 44 45 46 [48 49 50 51 DNA methyltransferase (CDS_0052)

uvig 107915 23639:47102(+)

37
35 36 [38 39 4041 DNA methyltransferase (CDS_0042)

DEKGHE I PEBOBH D@ HHD

uvig 484308 23323:37004(+)

34
Tiﬁ 36 37 38 DNA methyltransferase (CDS_0039)

uvig 211597 23643:35890(+)

ParB-like partitionﬁrotein (CDS_0036)
ParA-like partition protein (CDS_0035)
‘ 37

34 [38 39 4041 DNA methyltransferase (CDS_0042)

uvig 383512 23303:38318(+)

CDS_0027
CDS_0033
CDS_0032 | CDS_0034 CDS_0040

IENUEEH-HDD

IMGVR_UViG_3300045988_120461|3300045988|Ga0495776_098512 23086:29874(+)
10000 nt——mm
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