
MGV-GENOME-0161935 13091:22078(+)

tail protein (CDS_0017)
18

baseplate wedge subunit (CDS_0019)

tail protein (CDS_0020)
tail protein (CDS_0021)

tail fiber protein (CDS_0022)

23 24 25 26 27 28
pyrophosphatase (CDS_0029)

30 31 32

MGV-GENOME-0156488 13085:21349(+)

tail fiber protein (CDS_0022)
23 24 25 26 27 pyrophosphatase (CDS_0028)

MGV-GENOME-0175834 13091:24040(+)

22 23 24
DNA methyltransferase (CDS_0025)

26 27 28 29 30 pyrophosphatase (CDS_0031)

MGV-GENOME-0171894 13092:23463(+)

22 23 24 25 26
SspBCDE__SspD (CDS_0027)

28 29 pyrophosphatase (CDS_0030)

MGV-GENOME-0184151 13089:22827(+)

22 23 24
DNA methyltransferase (CDS_0025)

26 27 28 29 30 31 pyrophosphatase (CDS_0032)

MGV-GENOME-0164044 13092:22364(+)

22 23 24
DNA methyltransferase (CDS_0025)

26 27 28 29 30 pyrophosphatase (CDS_0031)

MGV-GENOME-0184541 13072:25370(+)

24 25 26 27 28 29

DNA methyltransferase (CDS_0030)

31 32
33

34 35 36
pyrophosphatase (CDS_0037)

38

MGV-GENOME-0207786 13085:26571(+)

22 23 24
replication initiation protein (CDS_0025)

DnaC-like helicase loader (CDS_0026)
RusA-like Holliday junction resolvase (CDS_0027)

28 29
Druantia_II__DruM (CDS_0030)

31 32 33 34 35 pyrophosphatase (CDS_0036)

MGV-GENOME-0188835 13092:26058(+)

23 24 25
Hoc-like head decoration (CDS_0026)

27 28 29 30 31 32 33 34 pyrophosphatase (CDS_0035)

MGV-GENOME-0143088 10532:19643(+)

tail length tape measure protein (CDS_0015)
endolysin (CDS_0016) 20 21 22 23 24 25 pyrophosphatase (CDS_0026)

MGV-GENOME-0151869 10542:20740(+)

20 21 22 23 24 25 pyrophosphatase (CDS_0026)

MGV-GENOME-0150975 13092:18991(+)

tail fiber protein (CDS_0022) pyrophosphatase (CDS_0023)

MGV-GENOME-0157210 13091:19240(+)

tail fiber protein (CDS_0022)
pyrophosphatase (CDS_0023)

MGV-GENOME-0161052 13092:21958(+)

tail fiber protein (CDS_0022)
23 24

Hoc-like head decoration (CDS_0025)
pyrophosphatase (CDS_0026)

MGV-GENOME-0164908 13092:21774(+)

23 24 25
Hoc-like head decoration (CDS_0026)

pyrophosphatase (CDS_0027)

single strand DNA binding protein (CDS_0028)

MGV-GENOME-0177609 13092:24308(+)

22 23 2425 26

Mu Gam-like end protection (CDS_0027)

28

replication initiation protein (CDS_0029)
DnaC-like helicase loader (CDS_0030)

RusA-like Holliday junction resolvase (CDS_0031)

32 33 34 pyrophosphatase (CDS_0035)

5000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis other tail unknown function Defence


