RosmerTA_RmrA_2634932349 (CDS_0048)
recombinase (CDS_0052)
43 DNA invertase (CDS_0054)
42[ 444546 47 49 50 51 | 55 56 57

|
|

IMGVR _UViG_ 2821753782 _000001|2821753782|2821753782|208136-263276 37311:49510(+)
CDS_0049 CDS_0050 CDS_0055 YopJ/YopP family T3SS effector serine/threonine acetyltransferase (NFO40632.1) (CDS_0056)

_— I
IMGVR_UViG_2808606461_000001|2808606461|2808620737(568-56916 40042:49206(+)

recombinase (CDS_0049)
CDS_0048
RIoC_RIoC (CDS 0047) |

CDS_0053 CDS 0054 CDS_0056

|MGVR?WiGf2808606457,000001|2808606457\ 2808620523|206806-262537 38418:50613(+)

recombinase (CDS_0049)
AbiT__AbiTii (CDS_0047)
45 46 48

53

{
-

_— I
IMGVR_UViG_2808606470_000001|2808606470]2808622350|208036-262490 37057:50503(+)

CBASS_Effector_TIR (CDS_0053)
recombinase (CDS_0056)
49 5051 52 | 5455 60

—] —
IMGVR_UViG_651053062_000001|651053062]651053110]|224434-280441 37918:52036(+)

Panchino_gp28_ gp28 (CDS_0048)
CDS_0046
CDS_0047 recombinase (CDS_0049) CDS_0053

!#

IMGVR_LMG_2687453373_OOOOO1|2687453373\2687453966|226292—280330 35936:49511(+)

Thoeris_II__ThsA_new_petit (CDS_0050) recombinase (CDS_0055)
48 49 515253 54 59

i%

I
IMGVR?MG726846231397000001I2684623139\2684693229|227612»283745 37325:52162(+)

recombinasg(CDS_OOSO)
transposase (CDS_0048) recombinase (CDS_0052)
45 46 47 T 49 |51 T 56 57 58

IMGVR_UViG_2687453487_000001|2687453487|2687454165|198446-267325 39241:66138(+)

recombinase (CDS_0045)
recombinase (CDS_0047)
CDS_0046]

IMGVR_UViG_2808606496_000001|2808606496|2808623853|198446-253451 39241:52264(+)

CDS_0045 CDS_0047
CDS_0046 CDS_0048 CDS_0053

IMGVR_UViG_2808606495 000001|2808606495|2808623850(206872-261799 39241:50463(+)
44 45 46 47 recombinase (CDS_0048)

IMGVR_UViG_2808606490_000002|2808606490/2808623841|208048-262974 39240:50973(+)

CDS_0046 CDS_0048
~CDS_0047

E

| MGVR_WiG_2808606473_OOOOO1|2808606473\ 2808622356(248247-305502 40408:51625(+)

transposase (CDS_0052)
53
tail protein (CDS_0045) 50 51 TSA

z%

| MGVR_UVIG_284764E3 1.000002|2847648131]2847648131/901739-958183 39472:51898(+)

Rst_gop_beta_cll__beta (CDS_0055)
Rst_gop_beta_cll_cll (CDS_0056)
51 52 53 54 | 57 58 59

\MGVR?Win28Oé311O457000001|2806311045\2806382306|204413-274629 39927:65753(+)

10000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis other tail unknownfunction Defence AMR
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