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anaerobic ribonucleotide reductase small subunit (CDS_0023)
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anaerobic ribonucleotide reductase small subunit (CDS_0024)
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anaerobic ribonucleotide reductase small subunit (CDS_0023)
phosphoesterase (CDS_0024)
21 22 252627 28 29

|
|
#

uvig 357002 10171:22292(+)
24 25 26 27 2829 30 31 32 37

IMGVR_UViG_3300045988_081419|3300045988|Ga0495776_019250 10844:23192(+)

QueD-like 6-pyruvoyl-tetrahydropterin synthase (CDS_0013)
Dpd__QueE (CDS_0014) HNH endonuclease (CDS_0019)
\ CDS_0015 CDS_0020

MGV-GENOME-0352929 8845:17549(+)
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