
uvig_556344 22165:29724(+)

CDS_0020

CDS_0021
CDS_0022

amidase (CDS_0023)

CDS_0024
CDS_0025

CDS_0026

CDS_0027
CDS_0028

CDS_0029
CDS_0030

CDS_0031
CDS_0032

exonuclease (CDS_0033)

uvig_566425 22172:29584(+)

CDS_0026
CDS_0027

CDS_0028

uvig_104154 18751:25983(+)

CDS_0022CDS_0023

uvig_553713 22165:28695(+)

CDS_0025
CDS_0026

CDS_0027

IMGVR_UViG_3300045988_098230|3300045988|Ga0495776_185203 28442:36833(+)

CDS_0038

CDS_0039
CDS_0040

CDS_0043 CDS_0047

MGV-GENOME-0307214 28442:36243(+)

CDS_0038
CDS_0039

CDS_0040

MGV-GENOME-0305758 28442:35497(+)

CDS_0038 CDS_0039

MGV-GENOME-0277639 21812:29890(+)

26 27
28

29 30

uvig_324007 21812:29822(+)

CDS_0026
CDS_0027

CDS_0028
CDS_0029

MGV-GENOME-0283654 21844:29948(+)

25 26
27

28 29

MGV-GENOME-0287071 21828:29624(+)

CDS_0025

CDS_0026
CDS_0027

CDS_0028

IMGVR_UViG_3300045988_062540|3300045988|Ga0495776_070587 21827:29769(+)

CDS_0026

CDS_0027
CDS_0028

CDS_0029

uvig_284122 27549:36740(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0039)

CDS_0040
CDS_0041

uvig_127901 21844:31772(+)

25 26 27 28 29 30 31

uvig_439595 21828:31746(+)

integrase (CDS_0025)
26 27 28 29 30

uvig_439685 20515:29744(+)

Avd protein of DGR (CDS_0020)
CDS_0025

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0026)

CDS_0027
CDS_0028

MGV-GENOME-4429729 20515:28877(+)

CDS_0025
CDS_0026

CDS_0027

IMGVR_UViG_3300021256_000182|3300021256|Ga0223826_10001462 22085:30808(+)

26 2728 29
30

31 32

uvig_557575 28595:37252(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0039)
CDS_0040

CDS_0041

uvig_575870 22166:30269(+)

CDS_0026

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0027)
CDS_0028

CDS_0029

IMGVR_UViG_3300045988_096423|3300045988|Ga0495776_161587 28491:36921(+)

CDS_0039
CDS_0040

CDS_0041

IMGVR_UViG_3300045988_093999|3300045988|Ga0495776_029534 27079:35117(+)

CDS_0034
CDS_0035

CDS_0036

CDS_0037

IMGVR_UViG_3300045988_043336|3300045988|Ga0495776_071009 22276:29685(+)

CDS_0025
CDS_0026

CDS_0027

CDS_0028

MGV-GENOME-0302784 27805:35988(+)

CDS_0035
CDS_0036

CDS_0037

CDS_0038

IMGVR_UViG_3300045988_061342|3300045988|Ga0495776_110051 22245:29672(+)

CDS_0025
CDS_0026

CDS_0027

CDS_0028

MGV-GENOME-0270755 21908:29453(+)

26 27

28
29

30

MGV-GENOME-0323630 26977:34665(+)

33
34

35
36

37

IMGVR_UViG_3300045988_082931|3300045988|Ga0495776_137651 26043:33448(+)

CDS_0032
CDS_0033

CDS_0034

IMGVR_UViG_3300045988_080034|3300045988|Ga0495776_136246 27587:35758(+)

CDS_0037
CDS_0038

CDS_0039

CDS_0040

IMGVR_UViG_3300045988_093053|3300045988|Ga0495776_097808 27992:36091(+)

CDS_0038
CDS_0039

CDS_0040

MGV-GENOME-0300963 27587:35758(+)

CDS_0037
CDS_0038

CDS_0039

CDS_0040

IMGVR_UViG_3300045988_073690|3300045988|Ga0495776_028957 21908:29453(+)

26 27

28
29

30

IMGVR_UViG_3300045988_068921|3300045988|Ga0495776_173424 22182:29475(+)

CDS_0026

CDS_0027
CDS_0028

CDS_0029

uvig_174780 21910:30064(+)

26
27

28 29
30

31

uvig_84860 21551:28951(+)

CDS_0026
CDS_0027

CDS_0028

CDS_0029

MGV-GENOME-0276002 21910:30064(+)

26
27

28 29
30

31

MGV-GENOME-0281498 22219:30413(+)

25 26 27
28

29

MGV-GENOME-0304523 27853:35564(+)

36 37
38

39

40

MGV-GENOME-0302583 27880:35495(+)

CDS_0036
CDS_0037

CDS_0038

CDS_0039

MGV-GENOME-0303459 28466:36166(+)

39 40
41

42

43

IMGVR_UViG_3300045988_085507|3300045988|Ga0495776_097320 28599:38889(+)

CDS_0039
CDS_0040

CDS_0041

CDS_0042
CDS_0048

CDS_0049

DNA polymerase (CDS_0050)

MGV-GENOME-0298338 26433:34277(+)

33
34

35
36

37

uvig_344200 26404:34680(+)

33 34 35
36

37

IMGVR_UViG_3300045988_099377|3300045988|Ga0495776_029822 27880:35495(+)

CDS_0036
CDS_0037

CDS_0038

CDS_0039

IMGVR_UViG_3300045988_088089|3300045988|Ga0495776_098036 26433:34040(+)

33 34
35

36

37

IMGVR_UViG_3300045988_094754|3300045988|Ga0495776_098830 26404:34433(+)

CDS_0033
CDS_0034

CDS_0035

CDS_0036

IMGVR_UViG_3300045988_107909|3300045988|Ga0495776_098677 22187:33762(+)

26 27 28

UDP-glucose dehydrogenase (CDS_0029)

30
31

32

MGV-GENOME-0295346 22187:32987(+)

26 27 28 29
30

31

uvig_132696 28235:40023(+)

38 39 40 41

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0042)
43

44

uvig_477530 22169:34227(+)

25 26 27 28 29 30

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0031)
32

33

uvig_77988 21908:31415(+)

26 27 28 29 30
31

32

uvig_475331 27003:38194(+)

35 36 38 39 40 41
42

43

uvig_174866 28372:37804(+)

CDS_0040

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0041)
CDS_0042

CDS_0043

IMGVR_UViG_3300045988_103340|3300045988|Ga0495776_098603 26469:34736(+)

CDS_0035
CDS_0036

CDS_0037
CDS_0038

IMGVR_UViG_3300045988_063603|3300045988|Ga0495776_025023 20914:29032(+)

CDS_0026
CDS_0027

CDS_0028

MGV-GENOME-0308455 26548:33993(+)

CDS_0033
CDS_0034

CDS_0035

uvig_237680 22242:29895(+)

26 27

28
29

30

IMGVR_UViG_3300045988_068913|3300045988|Ga0495776_157994 20962:29417(+)

CDS_0024

CDS_0025
CDS_0026

CDS_0027

MGV-GENOME-0266273 22234:28006(+)

CDS_0025CDS_0026

uvig_561500 21851:27291(+)

CDS_0024

uvig_560145 27506:46325(+)

37 38 39 40 41 42

Sigma L (VF0855) (CDS_0043)
44

45

uvig_558037 28088:35318(+)

CDS_0038

Sigma L (VF0855) (CDS_0039)
CDS_0040

CDS_0041

IMGVR_UViG_3300029215_000201|3300029215|Ga0167476_100285|12819-59706 26802:35352(+)

36 37 38
39

40

uvig_366727 22243:33041(+)

27 28 29 30 31 32 exonuclease (CDS_0037)

IMGVR_UViG_3300045988_075696|3300045988|Ga0495776_109812 21975:30226(+)

25
26

27
28

29

MGV-GENOME-0351890 21957:32277(+)

26 2728 29 30 31

IMGVR_UViG_3300045988_116603|3300045988|Ga0495776_151649 22249:33208(+)

25 26 27 28 29 30
31

32
33

34

IMGVR_UViG_3300045988_092496|3300045988|Ga0495776_161572 25865:33376(+)

CDS_0028
CDS_0029

CDS_0035 CDS_0036
CDS_0038

uvig_407757 27023:44091(+)

36 37 38

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0039)
40

41

IMGVR_UViG_3300045988_058743|3300045988|Ga0495776_146564 21812:31808(+)

26 27 28 29 30 31

uvig_302989 20422:28823(+)

CDS_0019 CDS_0024

CDS_0025
CDS_0026

CDS_0027

Ma_2019_SRR413747_NODE_177_length_57990_cov_78.738466 21812:46087(+)

26 27 28 29 30
Exopolysaccharide (VF0755) (CDS_0031)

32 33 34 35 36 37
FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0038)

39 40

IMGVR_UViG_3300029788_000007|3300029788|Ga0243743_1000437|1-49586 27593:38167(+)

36 37 38 39
40

41

uvig_442046_ 27593:37942(+)

36 37 38 39 40

IMGVR_UViG_3300029445_000188|3300029445|Ga0243741_1000710|1-50699 27593:39280(+)

36 37 38 39

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0040)
41

42

IMGVR_UViG_3300029435_000132|3300029435|Ga0243745_1000465 27593:37672(+)

36 37

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0038)
39

40

uvig_301178 27658:37888(+)

37 38 3940
41

42

IMGVR_UViG_3300045988_089128|3300045988|Ga0495776_097059 28556:37226(+)

CDS_0040

CDS_0041
CDS_0042

CDS_0043

MGV-GENOME-0303910 28556:37226(+)

CDS_0040

CDS_0041
CDS_0042

CDS_0043

IMGVR_UViG_3300029795_000006|3300029795|Ga0243742_1000730 27593:36448(+)

CDS_0036
CDS_0037

CDS_0038

CDS_0039

uvig_484677 26614:35385(+)

FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0034)
CDS_0035

CDS_0036

MGV-GENOME-0310756 28556:39567(+)

40 41 42 43 44
45

46

IMGVR_UViG_3300045988_093560|3300045988|Ga0495776_068842|1-49668 28556:39064(+)

40 41 42 43
44

45

uvig_135623 26469:36509(+)

35 36 37 38
39

40

IMGVR_UViG_3300045988_089683|3300045988|Ga0495776_096977 30194:39545(+)

CDS_0041
CDS_0042 CDS_0045 CDS_0051

IMGVR_UViG_3300023499_000287|3300023499|Ga0257052_100064|3971-52077 30048:39067(+)

CDS_0042

uvig_503324 20921:30578(+)

CDS_0026
CDS_0027

CDS_0028

MGV-GENOME-0278266 20933:30502(+)

CDS_0025

CDS_0026
CDS_0027

CDS_0028

MGV-GENOME-0279243 20933:30693(+)

25 26
27

28 29

IMGVR_UViG_3300008497_000245|3300008497|Ga0111011_100185|1-41806 20933:30417(+)

CDS_0025

CDS_0026
CDS_0027

CDS_0028

IMGVR_UViG_3300026522_000059|3300026522|Ga0256406_1001298 21640:30068(+)

CDS_0025

CDS_0026
CDS_0027

CDS_0028

uvig_559992 20488:29904(+)

CDS_0022 CDS_0023 CDS_0027

CDS_0028
CDS_0029

CDS_0030

OTU_1951 20063:29444(+)

CDS_0026

CDS_0027
CDS_0028

CDS_0029

IMGVR_UViG_3300045988_119649|3300045988|Ga0495776_098559 27204:34870(+)

CDS_0033
CDS_0038

CDS_0039

CDS_0040

IMGVR_UViG_3300045988_121255|3300045988|Ga0495776_160397 22141:44410(+)

25 26 27 28 29 30 31 32 33 34 35 36 37 38 39 40
41

42

MGV-GENOME-0348787 21957:31083(+)

25 26 27 28 29

IMGVR_UViG_3300045988_072665|3300045988|Ga0495776_110356 21954:30232(+)

CDS_0025

CDS_0026
CDS_0027

CDS_0028

IMGVR_UViG_3300045988_071437|3300045988|Ga0495776_071200 22248:30613(+)

26
27
28 29 CI-like repressor (CDS_0030)

uvig_573208 22157:32208(+)

26 27 28 29 30

MGV-GENOME-0279582 22165:30649(+)

27 28
29

30 31

uvig_403468 21892:32856(+)

25 26 27 28 29

MGV-GENOME-0280337 21892:30509(+)

CDS_0025

CDS_0026
CDS_0027

CDS_0028

IMGVR_UViG_3300045988_073740|3300045988|Ga0495776_172429 22495:31824(+)

26
27

28 29 30 31

uvig_283009 21591:29193(+)

CDS_0024

CDS_0025
CDS_0026

CDS_0027

MGV-GENOME-0270270 22166:28902(+)

CDS_0026 CDS_0027

MGV-GENOME-0274421 22226:29537(+)

CDS_0025
CDS_0026

CDS_0027

IMGVR_UViG_3300045988_093603|3300045988|Ga0495776_068940 26929:38438(+)

33 34 35 36 37 38 39

IMGVR_UViG_3300045988_086916|3300045988|Ga0495776_170337 27628:35252(+)

CDS_0035

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0036)
CDS_0037

CDS_0038

uvig_365552 22245:34296(+)

27 2829 ATPase (CDS_0030)
31

32 CI-like repressor (CDS_0033)

MGV-GENOME-0295783 23208:32910(+)

CDS_0025
CDS_0026

CDS_0027 CDS_0030

MGV-GENOME-0302589 22239:34797(+)

26 2728 29 30
RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0031)

32 33 34 35

uvig_248664 21957:35302(+)

25 26 27 28 29 30
anti-repressor (CDS_0031)

32 33 34

IMGVR_UViG_3300039331_000067|3300039331|Ga0169804_00289 21877:34372(+)

26 27
28

29 30 31 32 33 34 35

MGV-GENOME-0333013 26301:40050(+)

33 34 35 36 37 38 39 40 41

uvig_574189 22169:32731(+)

26 2728 29 30 31 32 CI-like repressor (CDS_0033)

uvig_560061 22248:34765(+)

26 27 28 29 30 31 32 33
34

35 CI-like repressor (CDS_0036)

MGV-GENOME-0310953 22168:38227(+)

27 28 29 30 31 32 33 34 35 36 37

uvig_353856 22243:39106(+)

27 28 29 30

ADP-ribosylglycohydrolase (CDS_0031)

32
33

34 35 36 37 38

MGV-GENOME-0300901 21376:32155(+)

25 26 27
28

29 30 31 34

uvig_171713 26554:42634(+)

36 37 38 39 40

cas2_I_II_III_IV_V_VI_13 (CDS_0041)
42

43 44 CI-like repressor (CDS_0045)

IMGVR_UViG_3300045988_142737|3300045988|Ga0495776_163131 21828:44231(+)

25 26 27 28 29
RelE-like toxin (CDS_0030)

31 32 33 34 35 36 37 38 39
40

41 CI-like repressor (CDS_0042)

MGV-GENOME-0342618 21828:40589(+)

25 26 27 28 29
RelE-like toxin (CDS_0030)

31 32 33 34 35 36
37

38 CI-like repressor (CDS_0039)

SAMEA2737762_a1_ct79080_vs1 20671:32140(+)

26 27 28 29 30
FabG-like 3-oxoacyl-(acyl-carrier-protein) reductase (CDS_0031)

32 35

IMGVR_UViG_3300034415_000142|3300034415|Ga0168781_00065|138197-178949 20671:30609(+)

26 27 28 29 30

Han_2018_ERR1398246_NODE_252_length_39604_cov_100.587499 20773:31631(+)

CDS_0025
CDS_0026

CI-like repressor (CDS_0027)

IMGVR_UViG_3300045988_090422|3300045988|Ga0495776_186434 27743:37985(+)

CDS_0037

CDS_0038
CDS_0040

CDS_0041
CDS_0042

CDS_0043

9000 nt
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