Rnase H (CDS_0147) ribose-phosphate pyrophosphokinase (CDS_0156)

thymidylate kinase (CDS_0143) 148 nicotinamide phosphoribosy! transferase (CDS_0155)
142 144 145 146 T149 150 151152 153 154 | ATPase(CDS 0157) 158 159 160 161 162 163
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IMGVR_UViG_3300045988_178965|3300045988|Ga0495776_008972 137138:150686(+)

nicotinamide phosphoribosyl transferase (CDS_0154)
144 147148 149 150151 152 153 ribose-phosphate pyrophosphokinase (CDS_0155)
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SAMEA2738078_b1_ct2 137083:150631(+)

nicotinamide phosphoribosyl transferase (CDS_0150)
143 146 147 148 149 ribose-phosphate pyrophosphokinase (CDS_0151)
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SRS014404_al ct3288 135534:147675(+)

nicotinamide phosphoribosyl transferase (CDS_0151)
ribose-phosphate pyrophosphokinase (CDS_0152)
143 145 nicotinamide phosphoribosyl transferase (CDS_0150)
140 T144] 146 147 148 149 | | 154155
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IMGVR_UViG_3300008664_000001|3300008664|Ga0111493_100021 133806:146651(+)

nicotinamide phosphoribgyl transferase (CDS_0151)
143 145 nicotinamide phosphoribosyl transferase (CDS_0150)
[144] 146 147 148 149 | ribose-phosphate pyrophosphokinase (CDS_0152)
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IMGVR_UViG_3300007297_000001|3300007297|Ga0104793_100025 133806:146651(+)
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IMGVR_UViG_3300014024_000001|3300014024|Ga0119801_100026 132233:143194(+)

147148 149 150 151152 153 154

IMGVR_UViG_3300011914_000001|3300011914|Ga0119804_100008 133173:143843(+)

nicotinamide phosphoribosyl transferase (CDS_0141)

CDS_0139 ribose-phosphate pyrophosphokinase (CDS_0142) CDS_0146
CBS_70140 \ CDS_ 0144  CDS_0145| CDS_0147CDS_0150

IMGVR_UViG_3300045988_164140|3300045988|Ga0495776_008967 133735:144463(+)

147 ATPase (CDS_0149)
thymidylate kinase (CDS_0141) 144 146 | 148 ATPase(CDS 0150) 151 152 155 156
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IMGVR_UViG_3300045988_176406|3300045988|Ga0495776_008968 135320:145612(+)

CDS 0146 CDS 0150
| cDs.0149 | CDS 0151 CDS_0153
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DNA, RNA and nucleotide metabolism other unknown function



