ParB-like partition protein (CDS_0052)
ParB-like partition protein (CDS_0053)
45 46 47 48 49 50methyltransferase (CDS_OOSl) 54 55 56 57 585960 61 62
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MGV-GENOME-0318159 29700:38797(+)

phosphoadenosine phosphosulfate reductase (CDS_0055)
phosphoadenosine phosphosulfate reductase (CDS_0050)
ParB-like partition protein (CDS_0052)
ParB-like partition protein (CDS_0053)
49 methyltransferase (CDS_0051) 54 60
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MGV-GENOME-0313441 29131:38130(+)

phosphoadenosine phosphosulfate reductase (CDS_0055)
ParB-like partition protein (CDS_0051)
ParB-like partmon protein (CDS_0052)
ParB-like partition protein (CDS_0053)
phosphoadenosine phosphosulfate reductase (CDS_0050) \ \ 54 58 60
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IMGVR_UViG_3300045988_143353|3300045988|Ga0495776_095521 30014:38641(+)

phosphoadenosine phosphosulfate reductase (CDS_0060)
ParB-like partition protein (CDS_0057)
ParB-like partition protein (CDS_0058)
phosphoadenosine phosphosulfate reductase (CDS_0056) 59 626364 65 66 67 69
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MGV-GENOME-0314909 31834:39750(+)

phosphoadenosine phosphosulfate reductase (CDS_0055)
phosphoadenosine phosphosulfate reductase (CDS_0052)
ParB-like partition protein (CDS_0053) ParB-like partition protein (CDS_0056)
51 | 54 | 57 58 60 61
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IMGVR_UViG_3300045988_140581|3300045988|Ga0495776_095463 30318:40399(+)

phosphoadenosine phosphosulfate reductase (CDS_0056)
phosphoadenosine phosphosulfate reductase (CDS_0053)
ParB-like partition protein (CDS_0054) ParB-like partition protein (CDS_0057)
52 | 55 | 58 59 63 64 65 66 67
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IMGVR_UViG_3300045988_143104|3300045988|Ga0495776_114588 30989:42201(+)

phosphoadenosine phosphosulfate reductase (CDS_0056)
phosphoadenosine phosphosulfate reductase (CDS_0053)
ParB-like partition protein (CDS_0054) ParB-like partition protein (CDS_0057)

51 52 55 | - 58
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uvig_221645 30442:39132(+)

50 5 52 53 54 55 56 57 62 63
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MGV-GENOME-0321523 29547:40116(+)

phosphoadenosine phosphosulfate reductase (CDS_0057)
phosphoadenosine phosphosulfate reductase (CDS_0054)
ParB-like partition protein (CDS_0055) ParB-like partition protein (CDS_0058)
52 53 56 59 64
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SAMN10080935_a1_ct20399_vs1 30295:40825(+)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function



