holin (CDS_0025)
intggrase (CDS_0027) 30 32 36 39 42
23 24[26 28 2931[333435 [ 3738[40 41 [43 44

Wvig_160833 22520:33484(+)

20 26 28 32 35
21 25[277293031 [ 3334

| MGVR?UVIG?3305045988,1 10926|3300045988|Ga0495776_176794 21181:30600(+)

DNA repair protein (CDS_0028) 34 36 40 42
29 30 31 32 33[35[ 373839 [41] 43

;#

wig_156957 22522:38993(+)

D-alanine-polyphosphoribitol ligase DItA (VF0795) (CDS_0033)
36 Streptococcal enolase (VF1060) (CDS_0040) 44 46 49 52
27 28 29 30 31 32 34 35 37 38 39 41 42 43]45] 4748 [5051]

N
|

uvig,454733-22019:47796(+)

33 35 38 41
27 28 29 30 31 32[34]3637 [3940[

uvig_441419-_ 22018:36229(+)

D-alanine-polyphosphoribitol ligase DItA (VF0795) (CDS_0034)
Lysine synthesis (VFO815) (CDS_0035) 42 44 47 50
28 29 30 31 32 33 | 36 37 38 3940 414374546 | 4849]

uvig_434095-22525:44516(+)

D-alanine-polyphosphoribitol ligase DItA (VFO795) (CDS_0034)
Lysine synthesis (VF0815) (CDS_0035) 39
28 29 30 31 32 88 ‘ 36 37 38 T40 4142 Streptococcal enolase (VF1060) (CDS_0043)

uvig,456390-22522:42248(+)

Exopolysaccharide (VFO755) (CDS_0036)
transposase (CDS_0040)
28 29 303132 33 34 35 3738 39 414243 44 45 46 47 48

3
|

| MG\/RﬁUVi5733OOO29784,OOO3Oé|3300029784\ Ga0243806_1000099(68941-144759 22522:47639(+)

10000 nt i
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