
Station124_MXL_ALL_assembly_NODE_1178_length_19041_cov_4.623933 10332:19039(+)

phosphofructokinase (CDS_0020)
ribonucleotide reductase (CDS_0021)

CDS_0022
CDS_0023

CDS_0024

CDS_0025
GspA (VF0167) (CDS_0026)

endolysin (CDS_0027) CDS_0028

Station22_SUR_ALL_assembly_NODE_1466_length_17768_cov_9.447412 6917:17767(+)

17
GspA (VF0167) (CDS_0018)

endolysin (CDS_0019) 20 21

Station33_SUR_ALL_assembly_NODE_838_length_20253_cov_6.773641 9920:20252(+)

23
GspA (VF0167) (CDS_0024)

25 26 27

Station123_MXL_ALL_assembly_NODE_1926_length_16640_cov_3.607356 3:7949(-)

12endolysin (CDS_0003)
GspA (VF0167) (CDS_0004)

5

Station25_DCM_ALL_assembly_NODE_1855_length_14622_cov_15.231002 9878:14622(+)

CDS_0022
GspA (VF0167) (CDS_0023)

CDS_0024

Station25_SUR_ALL_assembly_NODE_2354_length_12365_cov_8.115353 1:5180(-)

CDS_0001
GspA (VF0167) (CDS_0002)

CDS_0003

Station122_SUR_ALL_assembly_NODE_1253_length_14550_cov_4.351914 1:4322(-)

CDS_0001
GspA (VF0167) (CDS_0002)

CDS_0003

Station124_SUR_ALL_assembly_NODE_1266_length_16053_cov_12.283785 12830:16053(+)

CDS_0028

Station123_SUR_ALL_assembly_NODE_1639_length_13614_cov_12.224132 1:3224(-)

CDS_0001

Station52_DCM_ALL_assembly_NODE_1584_length_11658_cov_45.151599 3:3196(-)

CDS_0001

Station62_SUR_ALL_assembly_NODE_1534_length_13834_cov_32.434574 1152:4942(-)

CDS_0004CDS_0008
endonuclease (CDS_0009)

Station65_SUR_ALL_assembly_NODE_2563_length_12247_cov_30.011565 7306:11096(+)

CDS_0019

Station65_DCM_ALL_assembly_NODE_2265_length_12656_cov_21.897945 7671:12655(+)

CDS_0019 CDS_0021
GspA (VF0167) (CDS_0022)

CDS_0023

4000 nt
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