ribosomal protein Sé glutaminyl transferase (CDS_0058)

CDS_0047 glutamine amidotransferase (CDS_0055)
CDS_0048 COOH.NH2 ligase (CDS_0054)
CDS_0046 CDS_0049 CDS_0050 CDS_0051 CDS_0052  CDS_0053 | CDS_0056 CDS_0057 CDS_0059
K (KK K K & —HC X K K K [

MGV-GENOME-0368020 62227:73146(+)

COOH.NH2 ligase (CDS_0058)
COOH.NH2 ligase (CDS_0059)

K (KK K K K K K K £ K4
IMGVR _UViG_3300045988_100111|3300045988|Ga0495776_004527 67109:77303(+)

CDS_0053 CDS_0058  CDS_0059  COOH.NH2 ligase (CDS_0060)
C C{ K K K &— HC K K { ( A
MGV-GENOME-0368756 65429:76299(+)

COOH.NH2 ligase (CDS_0052) COOH.NH2 ligase (CDS_0054)
Endonuclease (CDS_0053)
K C X K K & K K K £ K
uvig 280556 62802:73653(+)
COOH.NH2 ligase (CDS_0055) CDS_0058 DNA primase (CDS_0061) CDS_0062 CDS_0063

K K K K K K & & K ]

uvig_153368_ 65841:76032(+)
} 4000 nt i

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function



