nucleoside triphosphate pyr@ﬁhosphohydrolase (CDS_0035)
RusA-like HoIIidqyjunction resolvase (CDS_0036)
DNA polymerase exonuclease subunit (CDS_0037)

CDS_0029 DNA methyltransferase (CDS_0032) J) endonuclease VII (CDS_0038)
CDs 0078 endolysin (CDS_0034) CDS_0040
CDS_0027 | CDS.0030  RNA polymerase (CDS_0031) CDS_0033 | exonuclease (CDS_0039)CDS_0041

O K } E—E&EEC K X —K

IMGVR_UViG_2663763046_000002|2663763046|2663810021|95416-143541 21825:32508(+)

CDS_0032 CDS_0034
CDS_0031Cbs_0033

EOAE K HEEEEEC K X K l

IMGVR_UViG_2609460108_000001|2609460108|2609532202|7693-54104 21582:31491(+)

endolysin (CDS_0032)
CDS_0031 exonuclease (CDS_0037)

EAE K H—@-@EEC_ K X K

IMGVR_UViG_2609460129_000003|2609460129|2609535534|7631-55596 21597:32147(+)

endolysin (CDS_0032) HNH endonuclease (CDS_0037)
CDS_0031 CDS_0034 exonuclease (CDS_0038)

A< K ——E—CHOK K (¢ —CK l

IMGVR_UViG_2636415869_000001|2636415869|2636477273|86199-133033 21643:31605(+)

RusA-like Holliday junction resolvase (CDS_0036)
endolysin (CDS_0034)

32 33 35 DNA polymerase (CDS_0042)
IMGVR _UVIG_2551306697_000003|2551306697(2551479598|27556-75920 22065:35193(+)
DNA methyltransferase (CDS_0040) dATP / dGTP pyrophosphohydrolase (CDS_0043)
CDS_0042
CDS_0035 CDS_0041 |
IMGVR _UViG_2627854016_000004(2627854016|2627909473|584880-636195 25711:35873(+)
CDS_0034
CDS 0033

CDS 0032 | | dATP/dGTP pyrophosphohydrolase (CDS_0035)

A K A R X l

TemPhD_cluster_40486 21101:31260(+)

CDS_0044
CDS_0043
CDS 0042 | | dATP/dGTP pyrophosphohydrolase (CDS_0045)

EBOEEK K D@ R X l

IMGVR_UViG_2663763068_000002|2663763068|2663814157|19380-70864 26222:36381(+)

CDS 0031
CDS_0030
CDS_0024 CDS 0029 | | dATP/dGTP pyrophosphohydrolase (CDS_0032)

IMGVR_UVIG_641736129_000013|641736129|641757338]4002-49690 19616:30188(+)

} 5000 nt i

DNA, RNA and nucleotide metabolism lysis other unknown function



