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IMGVR_UViG_2872097386_000002|2872097386|2872097386|215493-259525 15220:28934(+)
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IMGVR_UViG_2869866812_000003|2869866812|2869866812|1758187-1801958 15222:28672(+)
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TemPhD_cluster_60248 15265:29426(+)
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TemPhD_cluster_60247 14928:29427(+)
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tail fiber protein (CDS_0021) 23 \ 25 26 27
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CDS_0022 CDS_0026 CDS_0027
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IMGVR_UViG_2568526069_000002|2568526069|2568545578|884299-925223 13573:24659(+)
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tail fiber protein (CDS_0021) CDS_0023 CllI-like transcriptional activator (CDS_0029)

IMGVR_UViG_2690315762_000006|2690315762|2690320405|1677701-1718297 13554:26112(+)
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Retron_|_B_ATPase_TOPRIM_COG3593 (CDS_0027)
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TemPhD_cluster_48758_ 13441:27400(+)
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CDS_0027 CDS_0032 CDS_0034
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