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virion structural protein (CDS_0016) CDS_0001
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CDS_0002
CDS_0017 CDS_.0001 CDS 0003
——— o T T e —— e —r
MGV-GENOME-0073561 6303:5478(+)
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IMGVR_UViG_3300045988_053599[3300045988|Ga0495776_007255 1:7251(-), 815?:13358(—)
4 3 2 1 19

uvig_32007 1:7541(-), 8442:13662(-)
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SAMNO5414917_al_ct56207_vs1 1:7225(-), 9862:13933(-)
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IMGVR_UViG_3300045988_029343|3300045988|Ga0495776_020881 1:7517(-), 8430:14042(-)
DNA methyltransferase (CDS_0007) CDS_0009 CDS_0011

uvig_575724 1989:11606(+)
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T cDs.0007
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SAMNO5827097 a1 ct61712 vs1 2331:11736(-)
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DNA, RNA and nucleotide metabolism connector head and packaging moron, auxiliary metabolic gene and host takeover other tail unknown function
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