CDS_0009
CDS_0008

DNA methyltransferase (CDS_0011) CDS_0014 CDS_0016
CDS_0007| |

CDS_0005 CDS_0006 terminase (CDS_0010) CDS_0012 CDS_0013 | CDS_0015

i#

uvig_254462 4393:13041(+)
CDS_0008

IMGVR_UViG_3300045988_016520[3300045988|Ga0495776_020610 647:9225(-)

DNA methyltransferase (CDS_0011)

uvig_172293 4178:12952(+)
CDS_0011 single strand DNA binding protein (CDS_0015)

IMGVR_UViG_3300045988_032442|3300045988|Ga0495776_000829 4658:13683(+)

DNA methyltransferase (CDS_0008)

MGV-GENOME-0060855 584:9623(-)
CDs_0011

uvig_236332 4280:13163(+)
DNA methyltransferase (CDS_0008) CDS_0003

uvig_201149 317:9362(-)
DNA methyltransferase (CDS_0008)

MGV-GENOME-0079962 748:9530(-)
CDS_0011

IMGVR_UViG_3300045988_006242|3300045988|Ga0495776_050835 4335:13115(+)

CDS_0007
[ — ——— ) ———— — —
SAMEA1906522_al_ct96464 vs1 629:9212(-)
CDS_0007

T ———
SAMNO09781771_al ct273265_vs1 474:9511(-)
CDS_0007

uvig_228768 748:9415(-)
CDS_0007

I ———————————
uvig_336922 393:8981(-)

CDS_0013

uvig 217095 4557:13581(+)
DNA methyltransferase (CDS_0007)

Han_2018_ERR1398182_NODE_1278_length_13582_cov_20.542101 408:%89(-)
CDS_0008 CDS_0006

MGV-GENOME-0038898 41:8525(-)
DNA methyltransferase (CDS_0006)

MGV-GENOME-0077865 279:9202(-)
CDS_0011

. : (+)
DNA methyltransferase (CDS_0007)
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MGV-GENOME-0073561 1168:7577(-)
CDS_0004 CDS_0009

MGV-GENOME-0046966 2294:11327(+)
CDS_0008

MGV-GENOME-0070630 424:9573(-)
CDS_0012

uvig_32007 4233:13147(+)

CDS_0008

MGV-GENOME-0070601 301:9278(-)
CDS_0009

e R ——————————— " ——— T
MGV-GENOME-0044624 2226:11157(+)
CDS_0009

uvig 245538 3689:12518(+)

CDS_0013
| cps_oo14
I I D
MGV-GENOME-0069659 7625:12887(+)
CDS_0011 DNA methyltransferase (CDS_0007)

uvig 575724 318:7960(-)

CDS_0018 CDS_0019

uvig_76155 8030:13098(+)
CDS_0002 CDS_0001

!

SAMN11893721 a1l ct20198 1:5146(-)

CDS_0002
‘| cps_o001

SAMEA2737741_b1_ct85_vs2 197:5188(-)
CDS_0002 CDS_0001

IMGVR_UViG_3300045988_050819(3300045988|Ga0495776_050725 1:5050(-)

CDS_0002 CDS_0001

uvig_158551 184:5407(-)
CDS_0017

uvig 149179 6782:11740(+)

CDS_0018 CDS_0019

uvig_251308 8008:13126(+)

CDS_0018 CDS_0020
CDS_001%

IMGVR_UViG_3300045988_052533|3300045988|Ga0495776_050764 8021:13299!

+)

CDS_ 0019
CDs_0018[

IMGVR_UViG_3300029878_000041|3300029878|Ga0245327_102105 7914:1309¢6|

+)

CDS_0017

MGV-GENOME-0047668 6624:11552(+)
CDS_0001

uvig_447367 3:4952(-)
CDS_0002 CDS_0001

IMGVR_UViG_3300045988_053570[3300045988|Ga0495776_134857 98:5206(-)

CDS_ 0016

MGV-GENOME-0044100 6573:11510(+)

CDS_0003 CDS_0001
"CDS_0002

Uvig 244342 135:5468(-)
CDS 0018 CDS 0019

MGV-GENOME-0057940 6989:12148(+)
CDS_0001

uvig 226681 184:5076(-)
CDS 0001

IMGVR_UViG_3300045988_047955[3300045988|Ga0495776_050649 2:5101(-)

CDS_0001

uvig 476573 2:4889(-)
CDS_0018

uvig 471183 7985:13636(+)
CDS_0016 CDS_0017

MGV-GENOME-0045901 6584:11633(+)
CDS_0016CDS_0017

uvig_301061 8013:13254(+)
CDS_0016 CDS_0017

IMGVR_UViG_3300045988_050906|3300045988|Ga0495776_050794 7992:13188(+)

CDS_0017
CDS_0016 | CDS 0018

MGV-GENOME-0074696 8010:13434(+)
CDS_0002 CDS_0001

IMGVR_UViG_3300045988_007097|3300045988|Ga0495776_134861 127:5319(-)

CDS_0016 CDS 0017

uvig_184443 8147:13322(+)
CDS_0018 CDS_0019

SAMNO5414973 a1l ct285525 vs1 7959:13111(+)

3000 nt 1

DNA, RNA and nucleotide metabolism head and packaging other unknown function




