HP-NAP (VF0052) (CDS_0033)

endolysin (CDS_0023) CDS_0028 endonuclease (CDS_0034)
CDS_0021 CDS_0022 CDS_0024 CDS_0025 CDS_0026 CDS_0027 CDS_0029CDS_0030 CDS_0031 CDS_0032 ‘ CDS_0035

0 ) L AKX X LK

——
uvig 388736 16366:25903(+)

CDS.0027  CDS 0028 CDS 0033
o ) ) ) ) X K KX S G ¢
SAMEAL906469_a1 120836 15649:25620(+)
CDS_0028
CDS 0021 CDs 0024 CDS0027 |  CDS0029
) ) ) ) X —E@EdTT T
Uvig 548613 16076:25349(+)
CDS 0028

CDS 0027 | CDS 0029

) L X U O G G G G

MGV-GENOME-0250085 16051:24777(+)

CDS_0029
DNA methyltransferase (CDS_OO28)T CDS_0030
b ) ) ) ) X KX ]

Ma_2019_SRR413634_NODE_591_length_37101_cov_6.547023 16249:25134(+)

cysH_IV-B_1 (CDS_0027) CDS_0028

P 0 ) A 1 X ]

MGV-GENOME-0251374 16085:25003(+)

} 3000 nt i

DNA, RNA and nucleotide metabolism lysis other unknown function Defence Virulence
I



