37 38 39 40 41 42 43 44 45 46 47 48 495051 52 53 54 55 56 57 58 ERCC4-type nuclease (CDS_0059)

IMGVR_UViG_3300045988_061800|3300045988|Ga0495776_005411 28138:40115(+)
42 43 44 45 46 47 48 49 5051 52 53

uvig_169882 28138:40064(+)

CDS_0047
CDS_0045 CDS_0046 | CDS_0048

MGV-GENOME-0306191 28208:35446(+)

57
45 46 47 48 49 50 51 52 53 54 5556T58 59

IMGVR_UViG_3300007097_000006|3300007097|Ga0102537_100126 28994:42075(+)

53 55
42 43 44 45 46 47 48 49 50 5152 [54] 56

OTU_897 28295:40401(+)

integrase (CDS_0045)
43 44 46 47 48 49 50 51 52 53 54 55

IMGVR_UViG_3300045988_083530|3300045988|Ga0495776_012568 27749:39782(+)

integrase (CDS_0045)
43 44 46 47 48 49 50 51 5253 54 55

IMGVR_UViG_3300029508_000003|3300029508|Ga0244830_100397 27749:39601(+)

integrase (CDS_0045)
43 44 46 47 48 49 50 51 5253 5455 56

OTU_889 28533:40447(+)

44 45 integrase (CDS_0046) 47 48 49 50 51 52 53 5455 56 57

MGV-GENOME-0318943 27748:40482(+)

integrase (CDS_0046)
44 45 47 48 49 50 51 52 5354 55 56

MGV-GENOME-0322853 28424:40228(+)
Dnd_DndA (CDS_0048)

transcriptional regulator (CDS_0046) integrase (CDS_0049) 58
44 45 47 50 51 52 53 54 5556 57[59 60

uvig_230860 27749:42133(+)

integrase (CDS_0048) 58
46 47 49 50 51 52 535455565759 60

IMGVR_UViG_3300045988_079903|3300045988|Ga0495776_141741 29267:41930(+)

integrase (CDS_0048) 58
46 47 49 50 51 52 5354555657 [59 60

MGV-GENOME-0324530 29267:41840(+)

5000 nt 1
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