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MGV-GENOME-0236844 201:10100(-)

unknown function (CDS_0059)
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IMGVR_UViG_3300045988_183093|3300045988|Ga0495776_029637 35488:47079(+)

unknown function (CDS_0044)
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MGV- GENOME 0250930 25122:36887(+)

unknown function (CDS_0065)
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IMGVR_UViG_3300045988_182122|3300045988|Ga0495776_114353 41952:52414(+)
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MGV-GENOME-0245536 2: 11334(-)
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IMGVR_UViG_3300045988_182301|3300045988|Ga0495776_077648 42852:53775(+)
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MGV-GENOME-0188957 20069:26075(+)

unknown function (CDS_0063)
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MGV-GENOME-0301541 37729: 46891(+)

unknown function (CDS_0054)
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MGV-GENOME-0289815 33098:44208(+)
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cas12f2_V-F_3 (CDS_0006)
7

=
[N
=
o
el

\
!
o
|
i
|

v
IN
w
N
-

MG\/ GENOME 0326751 231:11187(- )

unknown function (CDS_0044)
cas12f2_V-F_3 (CDS_0046)
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MGV-GENOME-0236181 23341:34558(+)

unknown function (CDS_0014) RnlAB__RnIB (CDS_0006)
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MGV-GENOME-0333234 268:15052(-)

unknown function (CDS_0066)
58 63 64 65 67 transposase (CDS_0068) 69 70 71 72 73 74 75 76 77 78 79 80
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IMGVR_UViG_3300045988_182065[3300045988|Ga0495776_037193 40986:57073(+)
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MGV-GENOME-0313419 35219: 51210(+)
43 44 45 46 47 48 49 50

MGV-GENOME-0229483 26236:33160(+)
12 8 7 6 5 4 321

MGV-GENOME-0333137 54:8586(-)

transposase (CDS_0050) unknown function (CDS_0055)
45 48transposase (CDS_0049) 53 54 56 transposase (CDS_0057) 58 59 60 61

MGV-GENOME-0292044 32126:44654(+)

CDS_0003 CDS_0001
DS_0002
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MGV-GENOME-0210693 1:3595(-)

CDS_0003 CDS_0001
CDS.0004 | CDS_0002

MGV-GENOME-0214170 19:5078(-)
CDS_0032 CDS_0037 CDS_0038

MGV-GENOME-0202986 23117:28504(+)

6000 nt 1

integration and excision unknown function Defence




