RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0033)
CDS_0029 cysH_IV-B_1(CDS_0036)
protease (CDS_0027) CDbs_0030 CDSs_0032 CDS_0034 CDS_0038
CDS_0025 CDS_0026 | Gabija_GajB_2 (CDS_0028)| | CDS_0031 'CDS_0035 CDS_0037 CDS_0039 CDS_0040

uvig 376936 22406:33065(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0032)
CDS_0033

IMGVR_UViG_3300045988_164655|3300045988|Ga0495776_ 017804 21706:32336(+)
RM_Type_Il__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0035)

IMGVR_UViG_3300045988_163522|3300045988|Ga0495776_112201 25164:34933(+)
RM_Type_Il__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0030)

IMGVR_UViG_3300045988_170676|3300045988|Ga0495776_130043 21548:31456(+)

RM_Type_ll_Type_ll_MTases__Type_lI_MTases_FAM_0 (CDS_0031)
CDS_0035

|
|

MGV-GENOME-0362801 22557:32172(+)

RM_Type_Il__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0030)
CDS_0034

CDS_0035

IMGVR_UViG_3300045988_161947|3300045988|Ga0495776_092471 22285:32940(+)

RM_Type_Il__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0031)
cas12f2_V-F_2 (CDS_0035) transposase (CDS_0036)

MGV-GENOME-0367830 22846:34402(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0030)
CDS_0034

|
|

IMGVR_UViG_3300045988_165713|3300045988|Ga0495776_017861 21379:31312(+)
CDS_0032

CDS_0033

uvig 298795 22729:32420(+)

CDS_0034 DNA methyltransferase (CDS_0035)

MGV-GENOME-0368698 24355:32413(+)

CDS_0032
DNA helicase (CDS_0027) CDS_0033 CDS_0037

IMGVR_UViG_3300045988_163084|3300045988|Ga0495776_164556 21739:33284(+)

RM_Type_ll_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0009)
CDS_0013

IMGVR_UViG_3300045988_160986|3300045988|Ga0495776_141256 2744:10831(+)
CDS_0003 CDS_0005 CDS_0010

IMGVR_UViG_3300045988_166299|3300045988|Ga0495776_164582 2732:11236(+)
CDS_0031 CDS_0032

MGV-GENOME-0369179 23221:33057(+)

CDS 0033
| cDs_0034

MGV-GENOME-0368608 21888:32054(+)

CDS_0006
CDS_0007 CDS_0008

IMGVR_UViG_3300045988_167506|3300045988|Ga0495776_130045 2781:8278(+)

CDS_0006
DNA helicase (CDS_0001) ~ [ €Ds.0007 CDS 0008

MGV-GENOME-0368954 102433:8278(+)

CDS_0005
CDS_0006

MGV-GENOME-0355660 2642:8016(+)
CDS_0006 CDS_0008 CDS_0012

IMGVR_UViG_3300045988_163380|3300045988|Ga0495776_188390 2998:7900(+)
DNA helicase (CDS_0026) CDS_0030

MGV-GENOME-0368247 21973:32539(+)
RM_Type_ll_Type_ll_MTases__ Type_I|_MTases_FAM_0 (CDS_0031)

MGV-GENOME-0355043 22476:33088(

=

CDS_0031

IMGVR_UViG_3300045988_164337|3300045988|Ga0495776_130127 23612:34152(+)
CDS_0005

MGV-GENOME-0367618 2642:8029(+)
€DS_0024 €DS_0030

|

MGV-GENOME-0369894 21978:31793(+)

CDS_0033
" ]CDS_0034 cas12f2_V-F_2 (CDS_0038)

|

IMGVR_UViG_3300045988_161606|3300045988|Ga0495776_112029 22297:33847(+)
CDS_0032 CDS_0038

:

IMGVR_UViG_3300045988_171220|3300045988|Ga0495776_017882 23154:31595(+)
RM_Type_II_Type_ll_MTases__Type_|ll_MTases_FAM_0(CDS_0032)

MGV-GENOME-0366646 22968:32814(+)

CDS_0030
| cps.0031

MGV-GENOME-0359180 23333:32782(+)

RM_Type_ll_Type_ll_MTases__Type_I|_MTases_FAM_0 (CDS_0034)

MGV-GENOME-0368038 26577:34985(+)

CDS_0029
CDS_0030

SAMN10290184 a1l ct447 23121:32611

+)

CDS_0031

MGV-GENOME-0365980 21780:31237(

=

CDS_0030 CDS_0031

IMGVR_UViG_3300045988_169461|3300045988|Ga0495776_005005 21551:32332(+)

CDS_0033

MGV-GENOME-0368613 23220:33816(

i

CDS 0031

IMGVR_UViG_3300045988_165793|3300045988|Ga0495776_143254 21998:30692(+)

CDS_0005

IMGVR_UViG_3300045988_168951|3300045988|Ga0495776_017817 103267:8007(+)
CDS_0031

MGV-GENOME-0358898 21611:31676(+)
CDS_0030

MGV-GENOME-0368200 21986:31446(

k3

CDS_0031CDS_0032

IMGVR_UViG_3300045988_162313|3300045988|Ga0495776_005293 22457:31905(+)

cas12f2_V-F_2(CDS_0031)
CDS_0032

|
]

IMGVR_UViG_3300045988_157190|3300045988|Ga0495776_017802 23616:33411(+)

CDsS_0031
CDS_0030 | CDS_0032

MGV-GENOME-0367163 22429:32201(+)
CDS_0030 CDS_0031

IMGVR_UViG_3300045988_157464|3300045988|Ga0495776_112176 22014:32679(+)

CDS_0005
DNA helicase (CDS_0001) CDS_0006 CDS_0008

MGV-GENOME-0368597 101424:9596(+)
CDS_0029 CDS_0031

IMGVR_UVIG_3300045988_166685|3300045988|Ga0495776_002868 22064:30842(+)
RM_Type_ll_Type_ll_MTases__Type_Il_MTases_FAM_0 (CDS_0005)

MGV-GENOME-0369492 2642:10512(+)
RM_Type_ll__Type_ll_MTases__Type_Il_MTases_FAM_0 (CDS_0006)

IMGVR_UViG_3300045988_165538|3300045988|Ga0495776_143008 2787:7146(+)
CDS_0005

IMGVR_UViG_3300045988_162391|3300045988|Ga0495776_114740 2642:5490(+)
DNA helicase (CDS_0001) CDS_0002

MGV-GENOME-0369064 1:4677(+)

4000 nt 1

DNA, RNA and nucleotide metabolism head and packaging integration and excision other unknown function Defence
N I



