CDS_0015 CDS_0017
CDS_0014 CDS_0016 CDS_0018 CDS_0019

I
Station188_SUR_ALL _assembly_ NODE_3451_length_18828_cov_9.600916 15843:18827(+)
CDs_0019

Station 1887DCM7ALL,assemny,NODE7357Lle?gthj 9004 _cov_5.981107 16604:19002(+)
CDS_0001

Station158_DCM_ALL assembly NODE_1354 length 43448 _cov_36.792225 2:4426(-)

CDS_0001

Station111_DCM_ALL_assembly_NODE_889_length_25316_cov_18.496576 1:8049(-)

CDS_0001

Station194_SUR_ALL assembly NODE_1013_length 30813 _cov_51.451102 3:3533(-)
CDS_0019

Station196_SUR_ALL _assembly_ NODE_2453_length_18880_cov_108.164515 15543:18878(+)
CDS_0001

Station158 SUR_ALL assembly NODE 2492 length_32200 cov_6.988085 3:3557(-)

CDS_0001
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Station168_SUR_ALL assembly NODE _2117_length_33414 cov_1226.190234 3:2931(-)
CDS_0028

Station193_SUR_ALL_assembly NODE_822_length_36377_cov_3.583641 33103:36375(+)

CDS_0033

Station209_MES_ALL assembly NODE_1545_length_44672_cov_34.044960 37294:44671(+)

tail fiber protein (CDS_0038)

Station180_ZZZ_ALL _assembly_ NODE_1076_length_44198_cov_12.941599 40846:44197(+)

CDS_0032 CDS_0033
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Station209_SUR_ALL assembly_ NODE_1430_length_39945_cov_18.581750 35818:39944(+)
CDS_0002 CDS_0001

Station188_SUR_ALL_assembly_ NODE_1011_length_46013_cov_18.874037 3:5043(-)
CDS_0025 CDS_0026

Station85_DCM_COMBINED_FINAL_NODE_728_length_36342_cov_10.966296 31319:36340(+)
CDS_0033 CDS_0034 CDS_0035

Station158_DCM_ALL _assembly_ NODE_1435_length_41635_cov_15.580231 37244:41635(+)
CDS_0003 CDS_0002 CDS_0001

Station210_SUR_ALL_assembly_NODE_2470_length_36581_cov_8.736352 1:4416(-)
46 47 48 49 50
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Station155_DCM_ALL _assembly NODE_731 _length_60747_cov_7.701361 54665:60746(+)
CDS_0032 CDS_0033 CDS_0034 CDS_0035

Station189_DCM_ALL_assembly_ NODE_622_length_41497_cov_15.000700 35665:41495(+)

CDS_0035

CDS_0033 CDS_0034

Station210_SUR_ALL _assembly_NODE_1729_length_47089_cov_50.796403 37193:46938(+)
CDS_0003 CDS_0002 dCMP deaminase (CDS_0001)

Station193_SUR_ALL _assembly NODE_958 _length_33184_cov_9.215793 14:5869(-)

CDS_0003 CDS_0002 CDS_0001

Station194 SUR_ALL assembly NODE 712 length 38676 cov_117.669921 108:7866(-)
CDS_0001

Station194_DCM_ALL_assembly_NODE_1214_length_34215_cov_8.273302 107:5962(-)

7 6 5 4 3 2 1
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Station158 DCM_ALL assembly NODE_1143_length 49178 cov_17.361318 3:9085(-)
CDS_0024

CDS_0023 CDS_0025
L — ] I
Station175_ZZZ ALL _assembly NODE_1475_length_31030_cov_46.000807 26424:31030(+)

CDS_0002

CDS_0003 CDS_0001
e N S
Station158_SUR_ALL_assembly NODE_4352_length_20627_cov_6.673780 3:4612(-)

CDS_0024

CDS_0022 CDS_0023 tail fiber protein (CDS_0025)
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Station193_SUR_ALL_assembly_ NODE_1181_length_29494 cov_22.269744 23468:29492(+)

CDS_0003
CDS_0004 CDS_0002 CDS_0001
e ——————————— ——
Station78_DCM_ALL assembly NODE_140_length_63081 _cov_5.415971 2:6724(-)
CDS_0007 CDS_0002 CDS_0001

Station168_SUR_ALL_assembly_ NODE_3797_length_21351_cov_36.572549 2:6076
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DNA, RNA and nucleotide metabolism tail unknown function
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