
uvig_193890 31233:41433(+)

37 38 39 40 41 42 43 44 45 46 47 48 49 50 5152 53 54 55 56 57

MGV-GENOME-0324772 31245:39498(+)

42 43 44 45 46 47 48

IMGVR_UViG_7000000418_000042|7000000418|SRS012273_Baylor_scaffold_10339 30320:39851(+)

40 41 42 43 44 45 46 47

IMGVR_UViG_3300008272_000403|3300008272|Ga0111092_1000109|7787-63061 30320:37972(+)

40 41 42 43 44

Shkoporov_2019_SRR9161506_NODE_144_length_60412_cov_17.621303 33718:45052(+)

48 49 50 51 52 53 54 55 56

uvig_52105 31233:43106(+)

42 43 44 45 46 47 48 49 50 51

OTU_668 32104:43163(+)

transposase (CDS_0040)
41 46 47 48 49 50 51 52 53 58

IMGVR_UViG_3300045988_121160|3300045988|Ga0495776_151937 30900:38034(+)

42 43 44 45 46 47 48

IMGVR_UViG_3300045988_127576|3300045988|Ga0495776_056577 32833:42182(+)

44 45 46 47 48 49 50
DNA methyltransferase (CDS_0055)

56 57

uvig_169486 30479:34100(+)

HNH endonuclease (CDS_0035)
HNH endonuclease (CDS_0040) CDS_0041

4000 nt

DNA, RNA and nucleotide metabolism integration and excision other unknown function


