CDS_0038 CDS_0041

CDS_0029 Mok_Hok_Sok__Hok (CDS_0034) CDS_0037 CDS_0040
CDS_0030 CDS_0031 CDS_0032 CDS_70033TCDS_0035 CDS_0036 CDS_OOBW ‘ CDS_0042
e _— - [ B S — N " ]
TemPhD_cluster_51470 23077:30846(+)
CDS_0031 CDS_0038
L | - I Y N — LN | BN
TemPhD_cluster_43718 22135:30404(+)
CDS_0029 CDS_0031 CDS_0035
& T D — @@ O O -DEDED
TemPhD_cluster_22032 22008:30225(+)

CDS_0031
ac b @& H 00D
TemPhD_cluster_62747_ 22289:29648(+)

CDS_0031
T b —@&c O DD
TemPhD_cluster_28277 22290:30166(+)

CDS_0033

CDS_0032
ac D@ O DDD
TemPhD_cluster_20636 23659:31045(+)

CDS_0032
D¢ H O-ODID
TemPhD_cluster_51422 23620:31005(+)

CDS_0034 CDS_0036
CDS_0035

IMGVR_UViG_2913097827. OOOOOZ|2913097827\2913097827|1343961 1380405 25588:33759(+)
CDS_0032 CDS_0033

|
|
i
'

IMGVR_UViG_2875658422_000004|2875658422|2875658422|2595450-2630408 24703:32276(+)
CDS_0035 CDS_0037

~]cps_0036

IMGVR_UViG_2917388219_000004|2917388219|2917388219(2177672-2214056 25588:33701(+)

transposase (CDS_0036) CDS_0038
CDS_0037 CDS_0040

i
H
w

IMGVR_UViG_2917328164_000003|2917328164(2917328164(2751277-2788525 25592:34563(+)

CDS_0028 CDS_0029 CDS_0035 CDS_0042CDS_0043
| - N _— - — N — N — - — I
TemPhD_cluster_37320_ 22282:34440(+)
CDS_0041

CDS_0034 CDS_0035 CDS_0040 | CDS_0042
g b @EEEEK H T XD
TemPhD_cluster_37131_ 25851:34225(+)

36 37 38 39 40 45
] | - | A I N
TemPhD_cluster_21245 24198:32377(+)
CDS_0033

CDS_0032 CDS_0034

—
[0}

3

ae)
=
w)
o
C

o

&
@

o

w
iy
@©
o
®
N
N
@©
o
@
w
o
@
N
o

(+)

CDS_0035
CDS 0032 CDS 0033  CDS 0036

—
@

3

o
=
O
(o
c

7]

&
]

@

w
o
%y
o
o
[N
~
=
N
0
w
o
~
N
JoN

X i : (+)

CDS_0036 CDS_0038
CDs_0037]

-
1)

3

o
=
O
o
c

@

s
@

@

N
o
[oN
[
~
N
e
N}
o
O
w
I§]
(e}
o]
®

(+)

CDS_0034 CDS_0036
DS_0035

—
o

3

o
=
(@)
2,
c

@

=&
@

@

[oN
N
0
~
o
N
w
o
)
~
w
s
N
o
S

X K -~ : )

CDS 0036 CDS 0038
~€DS_0037]

—
)

3

o
=
O
Q,
c

a

@
®

@

[oN
N
DN}
o
~
N
w
~
~
N
w
N
N
@
o

_cluster_ 3223004
CDS_0035
CDS_0032 CDS 0033 | CDS 0036

- | — (N I
TemPhD_cluster_51855 22864:31072(+)
Arc-like repressor (CDS_0034)
CDS_0033 | CDS_0035
I —_— - [ B I S A
TemPhD_cluster_62235 24206:32194(+)
CDS_0033
CDS_0032 CDS_0034
N mm e mmmm W e e m—
TemPhD_cluster_62386 24205:31680(+)
CDS_0035
CDS_0034 CDS_0036 CDS_0037
[ [ — - [ R (N N D R —
TemPhD_cluster_62402 23663:31150(+)

Arc-like repressor (CDS_0034)
CDS_0033 CDS_0035 CDS_0036 CDS_0041

TemPhD_cluster_ 43763 24205:31930(+)

Arc-like repressor (CDS_0035)
'CDS_0036
CDS_0034] CDS_0037

TemPhD_cluster_43567 25762:33130(+) B o |
Arc-like repressor (CDS_0034)
'CDS_0035
CDS_0033| CDS_0036
— B — m—  m— —— m—
TemPhD_cluster_43784 24061:31539(+)

Arc-like repressor (CDS_0034)
'CDS_0035
CDS_OOSS‘ CDS_0036

TemPhD_cluster_43555 24148:31770(+)

33 34 35 36 37 38

TemPhD_cluster_51134 24002:33154(+)

CDS_0037
CDS_0036 | CDS_0038

_— - I E— [ I
TemPhD_cluster_22859 23476:31662(+)
CDS_0035
CDS_0034 | CDS 0036
_— (I R — R |
TemPhD_cluster_62410 24161:31826(+)
CDS_0034
CDS_0033T CDS_0035
I ———————— —] ——— A S — E—
TemPhD_cluster_43631 23659:31705(+)
CDS_0034
CDS_0033 CDS_0035
TemPhD._cluster 37678 23261:31305(+) | [
CDS_0034
CDS_0033 CDS_0035
—_— - | — N D
TemPhD_cluster_62451 23653:32215(+)
34 37 38 3940 4142
aaammT DD @@ {O-@oh- 0@ DEb ol
TemPhD_cluster_37315_ 24598:33484(+)
CDS_0036
CDS_0035
CDS_0034 CDS_0037
. P—— Q444 4
TemPhD_cluster 51344 23779:32150(+)
CDS_0030 CDS_0035
e - - S — I
TemPhD_cluster_62383 20183:30961(+)
CDS_0030
S g G U S  FU g oy S S g W o W B
TemPhD_cluster_62435 20184:30819(+)
CDS_0030
e ———— e —————— ]} _— - N —— B _—
TemPhD_cluster_43597 20243:31026(+)
CDS_0031
. - | I— N A
TemPhD_cluster_30468 23236:30816(+)
CDS_0031
aadacm PR —aETTK H O>-—{DED{DE
TemPhD_cluster_16417 23236:31113(+)
CDS_0037 CDS_0043 CDS_0044
—_— - A N S D E— | —
TemPhD_cluster_50802 25732:35614(+)

transcriptional regulator (CDS_0035)
CDS_0037
CDS_0034 CDS_0038

|

|

!
B
| B
=
:

IMGVR_UViG_2880319907_000008|2880319907|2880319907|4216977-4252163 23881:31346(+)

transcriptional regulator (CDS_0033)
transcriptional regulator (CDS_0034)
| CDS_0035

IMGVR_UViG_2870449401_000007|2870449401|2870449401|4161866-4197283 24172:31241(+)

transcriptional regulator (CDS_0038)
CDS_0037 CDS_0039

—
o)

3

o
>
O
o
c

@

a
@

@

v
=
o
b
N}
N
o
o
=
5
w
W
W
s
)

& : (+)
transcriptional regulator (CDS_0037)
CDS_0039
CDS_0036 CDS_0038

_cluster_ 313944

-
)

3

i)
=
O
Q]
c

@

a
@

=

[oN
N
N
N
N
N
W
N
W
@
w
e
w
)
X

transcriptional regulator (CDS_0038)
DS_0039
CDS_0037 | | CDS_0040

IMGVR UViG_2825532219 000001|2825532219\2825532219|450264 485222 23220 31019( )

transcriptional regulator (CDS_0035)

CDS_0032 transcriptional regulator (CDS_0036)
A | - I - S N SN ———
TemPhD_cluster_24920 23692:32087(+)
CDS_0033 CDS_0037  CDS_0040
L — - _— I SN S L}
TemPhD_cluster 43717 23149:31064(+)
[ 4000 nt i

connector integration and excision tail transcriptionregulation unknown function Defence




