single strand DNA binding protein (CDS_0051)
RecT-like ssDNA annealing protein (CDS_0045)
hydrolase (CDS_0049)
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IMGVR_UViG_3300045988_045995|3300045988|Ga0495776_025655 31582:42770(+)

anti-CRISPR-Cas (AcrlIA28) (CDS_0058)
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DNA methyltransferase (CDS_0057)
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CDS_0054 CDS_0055 CDS_0058 CDS_0062
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