transcriptional regulator (CDS_0040)
Retron_VI__HTH (CDS_0041)
PD-Lambda-1_PD-Lambda-1 (CDS_0038) 44
37 metallo-protease (CDS_0039) 42 43 45 46 47 48 exonuclease (CDS_0049)

T (E @bl

uvig 463860 29722:37097(+) -
transcriptional regulator (CDS_0035)
tail protein (CDS_0026) 28 Retron_VI__HTH (CDS_0036)
tail fiber protein (CDS_0027)[29 30 31 metallo-protease (CDS.0034) | | 37 38

IMGVR_UViG_3300045988_058100|3300045988|Ga0495776_171916 21303:33866(+)

Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0042)
transcriptional regulator (CDS_0034)
Retron_VI_HTH (CDS_0035)
25 tail fiber protein (CDS_0027) metallo-protease (CDS_0033) ‘ T 36 37

= 1< — K

IMGVR_UViG_3300045988_091859|3300045988|Ga0495776_132345 20089:34604(+)

transcriptional regulator (CDS_0042)
metallo-protease (CDS_0041)
39 | 4344 45 46 47

e (K HEEC OB

——
uvig_492080_ 30338:38650(+)

transcriptional regulator (CDS_0034)
tail fiber protein (CDS_0027) 29 metallo-protease (CDS_0033) 3536 37 38

0 X | K <K—K:K:I—DD<:]—<:I—DD-D[D:>

MGV-GENOME-0292370 20093:34278(+)

transcriptional regulator (CDS_0033)
24 metallo-protease (CDS_0032) 3435 36 37 38

) ) )~ — K T (CHEME (B DEmTTTD

——
MGV-GENOME-0295530 19419:33812(+)

transcriptional regulator (CDS_0032)
CDS_0034
metallo-protease (CDS_0031) CDS_0033T CDS_0036

cC T O Do

——
MGV-GENOME-0291726 24746:32276(+)

CDS_0031 CDS_0036

\ N S G G e D), N, D N, R

——
IMGVR_UViG_3300045988_066150|3300045988|Ga0495776_169942 24746:32276(+)

transcriptional regulator (CDS_0035)

CDS_0028 CDS_0037
tail fiber protein (CDS_0027) CDS_0029 CDS_0030 CDS_0031 CDS_0034 |CDS_0036 | CDS 0039
[ |
0 XH L < | T KO0 DT

uvig 329435 21245:34303(+)

transcriptional regulator (CDS_0035)
CDS_0037
CDS_0030 metallo-protease (CDS_0034) CDS_OO36T

0 XH 1< |

Ma_2019_SRR413628 NODE_394 length_44676_cov_3.307568 21245:33575(+)

k 5000 nt 1

DNA, RNA and nucleotide metabolism other tail transcriptionregulation unknown function Defence
I



