nucleoside triphosphate pyrophosphohydrolase (CDS_0053)
RusA-like Holliday junction resolvase (CDS_0048)

replication initiation protein (CDS_0050) single strand DNA binding protein (CDS_0062)
44 45 46 47 | 49 51 52 54 55 56 57 5859 60 61 63 64

MGV-GENOME-0285397 25595:34351(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0053)
51 52 54 55 56 57
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IMGVR_UViG_3300045988_048969|3300045988|Ga0495776_157725 25595:34351(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0051)
49 50 52 53 54 55 56 58 59 61
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IMGVR_UViG_3300045988_094509|3300045988|Ga0495776_185228 26149:35406(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0051)
49 50 52 53 54 55 56
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MGV-GENOME-0307283 26149:35406(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0056)
54 55 57 58 59 60 61 62 63 65 66 68
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uvig 580657 26938:36603(+)

RusA-like Holliday junction resolvase (CDS_0048) 51 52 53 54 55 56
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IMGVR_UViG_3300045988_057971|3300045988|Ga0495776_084040 26963:34291(+)

52 53 54 55 56
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IMGVR_UViG_3300045988_057146|3300045988|Ga0495776_086500 26813:34141(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0057)
54 56 58 59 60 61 62
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uvig 383019 29848:37362(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0056)
DNA methyltransferase (CDS_0060)
55 57 58
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MGV-GENOME-0258306 27123:35240(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0056)
55 57 58 59 DNA methyltransferase (CDS_0060)
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IMGVR_UViG_3300045988_064121|3300045988|Ga0495776_008835 27123:35240(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0055)
replication initiation protein (CDS_OO§3)
HNH endonuclease (CDS_0050)
44 47 51 52 54 56 57 5859 60
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MGV-GENOME-0256761 25685:34681(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0050) 51 52 53 54 55
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MGV-GENOME-0260338 27352:34889(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0053)
membrane protein (CDS_0057)
54 55 56 58 60
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IMGVR_UViG_3300045988_025481|3300045988|Ga0495776_169962 26578:34089(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0052)
49 50 51 53 54 55 56 57 60
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MGV-GENOME-0263872 25303:33662(+)

48 49 50 51 52 53
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SAMEA2737658_al_ct60368_vs1 24154:30340(+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0056)
54 55 57 58 59 61 63 64
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uvig 126421 25550:33971(+)

t 3000 nt {

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function



