tail assembly chaperone (CDS_0020)

tail fiber protein (CDS_0023)  structural protein (CDS_0029) transcriptional regulator (CDS_0036)
baseplate hub (CDS_0025) integrase (CDS_0032) 35 |37
19 |21 22 | 24 2627 28 3031 33347 | [38

MGV-GENOME-0284988 15438:29305(+)

structural protein (CDS_0028)
integrase (CDS_0030)
baseplate hub (CDS_0024) 25 26 27 29 31

ij

MGV-GENOME-0282721 15431:28913(+)

structural protein (CDS_0029)
baseplate spike (CDS_0026)
integrase (CDS_0030)
baseplate hub (CDS_0025) 28 31

‘.

o
|{%
|

MGV-GENOME-0279358 15438:27916(+)

structural protein (CDS_0028) DNA invertase (CDS_0034)
baseplate hub (CDS_0024) 25 26 27 29 3031 32 33 35
) R W ey W B R ), W N S SR )

MGV-GENOME-0297984 15439:32135(+)

baseplate wedge subunit (CDS_0024)
structural protein (CDS_0025)
baseplate spike (CDS_0022)
baseplate hub (CD5_0021) tail fiber protein (CDS_0026)
19 20 | 23 | | "] 2728 29 30 31

MGV-GENOME-0271349 10853:26743(+)

Avd protein of DGR (CDS_0031)
baseplate wedge subunit (CDS_0027)
structural protein (CDS_0028)

baseplate hub (CDS_0024) tail fiber protein (CDS_0029) 39
tail sheath (CDS_0018) 2526 | | 30 | 32 37 38] exonuclease (CDS_0040)

uvig 37950 14294:30104(+)

baseplate wedge subunit (CDS_0032)
baseplate spike (CDS_0030)

baseplate hub (CD§_0029)
tail assembly chaperone (CDS_0022) integrase (CDS._ 0033)
T 27 28 31 |

MGV-GENOME-0279046 17485:29454(+)

baseplate spike (CDS_0030)
baseplate hub (CDS_0029)

27 28 32

-
I

MGV-GENOME-0281509 17433:26744(+)

baseplate wedge subunit (CDS_0029)
baseplate spike (CDS_0027)
baseplate hub (CD5_0026) integrase (CDS_0030)
24 25 | 28 | 31

MGV-GENOME-0264081 14391:26718(+)

CDS_0028
CDS 0027 | CDS.0029

MGV-GENOME-0257808 17793:25623(+)
baseplate spike (CDS_0025)

structural protein (CDS_0028)
baseplate hub (CDS_0024) 31 integrase (CDS_0034)
2223 | 26 27 2930[32 33 35
O DO S EPEEST OPEI @A

MGV-GENOME-0287630 14239:31294(+)
structural protein (CDS_0033)

baseplate spike (CDS_0030)
baseplate hub (CD5_0029) tail fiber protein (CDS_0034)
27 28 | 31 32 \ 35 40

MGV-GENOME-0286849 18861:31359(+)

baseplate wedge subunit (CDS_0032)
structural protein (CDS_0033)

baseplate spike (CDS_0030)
baseplate hub (CD5_0029)
27 28 | 31 tail fiber protein (CDS_0034)

MGV-GENOME-0274843 17674:29017(+)

structural protein (CDS_0033)
baseplate spike (CDS_0030) Hoc-like head decoration (CDS_0035)
baseplate hub (CD5_0029) tail fiber protein (CDS_0034) 37
27 28 | 31 32 | T | 36

MGV-GENOME-0318083 17527:31467(+)

structural protein (CDS_0031)
baseplate hub (CDS_0027) 28 29 30 32 33

|
&
:

MGV-GENOME-0315934 18507:29937(+)

baseplate hub (CDS_0030)
structural protein (CDS_0034)
287 3132 33 35 36

™
18
&

MGV-GENOME-0314561 18130:29740(+)

structural protein (CDS_0031)
DNA invertase (CDS_0034)
baseplate hub (CDS_0027) 28 29 30 32 33 35

%#

MGV-GENOME-0300302 18507:33539(+)

structural protein (CDS_0031)
tail fiber protein (CDS_0032)
baseplate spike (CDS_0028) ‘ integrase (CDS_0034)

baseplate hub (CDS_0027) 29 30 33 35

MGV-GENOME-0294689 17654:31705(+)

structural protein (CDS_0033)
baseplate spike (CDS_0030)
baseplate hub (CD5_0029) tail fiber protein (CDS_0034)
‘ integrase (CDS_0036)

277 ‘ 32 35 37

j‘
%d
{

MGV-GENOME-0290954 17524:31822(+)

baseplate wedge subunlt (CDS_0031)
baseplate wedge subunit (CDS_0032)
structural protein (CDS_0033)
tail fiber protein (CDS_0034)

baseplate spike (CDS_0030)
baseplate hub (CD5_0029) integrase (CDS_0036)
27 28 || | 35 37

MGV-GENOME-4421446 17617:32157(+)

structural protein (CDS_0033)
tail fiber protein (CDS_0034)

baseplate spike (CDS_0030)
baseplate hub (CDS_0029) integrase (CDS_0036)
27 28 | 31 32 | 35 37
OO DD OISO OHMETTTKEKAHDDID

MGV-GENOME-0291977 17525:32086(+)

tail fiber protem (CDS_0034)
structural protein 1 (CDS_0033)
baseplate spike (CDS_0030) _ﬂ
baseplate hub (CD5_0029) integrase (CDS_0035)
27 28 | 31 32 | | 36

MGV-GENOME-0288546 17679:31461(+)

structural proteln (CDS_0034)
tail fiber protein (CDS_0035)

baseplate spike (CDS_0031) integrase (CDS_0038)
baseplate hub (CD5_0030) 36
28 29 | 32 33 137 39
/02 I N Va0 N B R, W, S )

MGV-GENOME-0293881 17124:32513(+)

baseplate wedge subunlt (CDS_0031) Hoc-like head decoration (CDS_0038)
baseplate wedge subunit (CDS_0032)
structural protein (CDS_0033)
baseplate spike (CDS_0030) Avd protein of DGR (CDS_0036)
baseplate hub (CDS_0029) tail fiber protein (CDS_0034) integrase (CDS_0039)
27 28 || | | T35 | 37 | 40

MGV-GENOME-4423824 17676:35568(+)
structural protein (CDS_0033)

baseplate spike (CDS_0030)
baseplate hub (CDS_0029) tail fiber protein (CDS_0034)
27 28 | 31 32 \ 35 36 37 38

MGV-GENOME-0297570 17622:33551(+)

structural protein (CDS_0032)
baseplate hub (CDS_0028) DNA invertase (CDS_0038)
26 27 29 30 31 33 34 35 36 37 39

g#

MGV-GENOME-0309859 17889:35224(+)

structural protein (CDS_0033)
baseplate spike (CDS_0030)
baseplate hub (CD5_0029) tail fiber protein (CDS_0034)
27 28 | 31 32 | T 3536 37  Hoc-like head decoration (CDS_0038)

MGV-GENOME-0317574 17796:32718(+)
structural protein (CDS_0033)

baseplate hub (CDS_0029) DNA invertase (CDS_0039)
27 28 30 31 32 34 35 36 37 38 40
I I, N e B T R I ) W N, B, S G S )

MGV-GENOME-0304819 17674:35676(+)
structural protein (CDS_0032)

baseplate hub (CDS_0028)
26 27 29 30 31 33 34 35 36 37 38

MGV-GENOME-0300304 17693:34217(+)

structural protein (CDS_0033)
baseplate hub (CDS_0029)
27 28 30 31 32 34 35 36 37 38

!4

MGV-GENOME-0307522 17680:33257(+)

structural protein (CDS_0032)
baseplate spike (CDS_0029)
baseplate hub (CD5_0028) tail fiber protein (CDS_0033)
26 27 | 30 31 | [ 3435 36 3738

MGV-GENOME-0295010 17757:32937(+)

baseplate wedge subunit (CDS_0031) Hoc-like head decoration (CDS_0038)
baseplate vEdge subunit (CDS_0032)

| Avd protein of DGR (CDS_0036)
structural protein (CDS_0033)
baseplate spike (CDS_0030) T Reverse‘transcriptase (CDS_0037)
baseplate hub (CD5_0029) tail fiber protein (CDS_0034)
27 28 N | 35 | 39
O DO O 0 - O & KON
el — — —-— —

uvig 491235_ 17677:33331(+)

structural protein (CDS_0031)
baseplate spike (CDS_0028)
baseplate hub (CD5_0027) tail fiber protein (CDS_0032) integrase (CDS_0037)
25 26 | 29 30 | ] 3334 35 36 38

MGV-GENOME-0292223 14796:32192(+)

structural protein (CDS_0034)
baseplate spike (CDS_0031)
baseplate hub (CD5_0030) tail fiber protein (CDS_0035)
28 29 | 32 33 | 36 37 38  Hoc-like head decoration (CDS_0039)

i
4

"

\

MGV-GENOME-0321198 17936:32935(+)

structural protein (CDS_0031)
baseplate hub (CDS_0027)
25 26 28 29 30 32 33 34 35 36

!H

MGV-GENOME-0314153 15473:29944(+)

structural protein (CDS_0033)
baseplate hub (CDS_0029) DNA invertase (CDS_0039)
27 28 30 31 32 34 35 36 37 38 40

i#

MGV-GENOME-0303468 17632:35230(+)

structural protein (CDS_0033)
baseplate hub (CDS_0029) DNA invertase (CDS_0038)
27 28 30 31 32 343536 37 39

E#

MGV-GENOME-0298513 17682:33580(+)

structural protein (CDS_0033)
baseplate spike (CDS_0030)
baseplate hub (CD5_0029) tail fiber protein (CDS_0034)
27 28 | 31 32 | ] 3536 37 38

MGV-GENOME-0295608 17728:33307(+)

Hoc-like head decoration (CDS_0039)
baseplate wedge subunit (CDS_0033)
structural protein (CDS_0034)
baseplate spike (CDS_0031) Avd protein of DGR (CDS_0037)
baseplate hub (CD5_0030) tail fiber protein (CDS_0035) integrase (CDS_0047)
28 29 | 32 | | T 36 | 38 40 41 42 43 44 45 46 48

uvig 324831 18057:42249(+)

baseplate wedge subunit (CDS_0029)
baseplate wedge subunit (CDS_0030)
structu ral protein (CDS_0031)
tail fiber protein (CDS_0032)

baseplate spike ( DS_0028) tyrosyl-tRNA synthetase (CDS_0034) integrase (CDS_0041)
baseplate hub (CDS_0027) | | Hoc-like head decoration (CDS_0033) 35 36 37 38 39 40 42

uvig_74683 17668:42219(+)

Hoc-like head decoration (CDS_0035)
baseplate wedge subunit (CDS_0032) hemolysin £D5_0039)
structural protein (CDS_0033) endolysin (CDS_0040)

baseplate spike (CDS_0030) 37holin(CDS_0041)
baseplate hub (CD5_0029) \ 38 integrase (CDS_0050)

27 28 | 31 tailfiber protein (CDS_0034) 36] 4243 44 45 46 47 48 49 51

uvig_291455 17544:42490(+)

baseplate wedge subunlt (CDS_0028) Hoc-like head decoration (CDS_0035)
baseplate wedge subunit (CDS_0029) hemolysin (CDS_0039)
structural protein (CDS_0030) endolygn (CDS_0040)
baseplate spike (CDS_0027)Avd protein of DGR (CDS_0033) 37holin (CDS_0041)
baseplate hub (CD5_0026) tail fiber protein (CDS_0031) 8 integrase (CDS_0048)
24 25 | | | | 32| 34 36 42 43 44 45 46 47 49

uvig 122947 14391:40032(+)

baseplate wedge subunit (CDS_0031)
Hoc-like head decoration (CDS_0035)
baseplate wedge subunit (CDS_0032) hemolysm (CDS_0039)
structural protein (CDS_0033) endolysin (CDS_0040)

baseplate spike (CDS_0030) 37
baseplate hub (CD5_0029) \ 33 integrase (CDS_0042)
27 28 | | tailfiber protein (CDS_0034) 36

Uvig 48461 18617:37040(+)

baseplate wedge subunit (CDS_0026)
Hoc-like head decoration (CDS_0030)

baseplate wedge subunit (CDS_0027) hemolysin (CDS_0034)
structural protein (cos_oozal endolysin (CDS_0035)

baseplate spike (CDS_0025) 32
baseplate hub (CDS_0024) ‘ 33 integrase (CDS_0037)
22 23 | | tailfiber protein (CDS_0029) 31 36 38
OO IDESEPET O O OO ESEETTT KA

uvig_130264 14382:33290(+)

hemolysln (CDS_0038)
endolysin (CDS_0039)

structural protein (CDS_0032) 3Y6
baseplate hub (CDS_0028) 37 | DNA invertase (CDS_0041)
27 29 30 31 33 34 35]holin'(CDS_0040) 42

MGV-GENOME-0310078 17653:35294(+)

hemolysm (CDS_0034)
endolysin (CDS_0035)

structural protein (CDS_0028) 32
baseplate hub (CDS_0024) ?3 DNA invertase (CDS_0037)
22 23 25 26 27 29 30  31Tholin'(CDS_0034) 38

MGV-GENOME-0305400 14382:32417(+)

hemolysm (CDS_0041)
endolysm (CDS_0042)
structural protein (CDS_0034) 39holin (CDS_0043)
baseplate hub (CDS_0030) 40| DNA invertase (CDS_0045)
28 29 3132 33 353 37 38| | |44 46

MGV-GENOME-0310664 19030:37688(+)
Hoc-like head decoration (CDS_0037)

structural protein (CDS_0034) |hemolysin (CDS_0041)
baseplate spike (CDS_0031) 39
baseplate hub (CD5_0030) tail fiber protein (CDS_0035) 20

28 29 | 32 33 \ 36 | 38] | 4243 44 45

MGV-GENOME-0323826 19030:37336(+)

hemolysm (CDS_0039)
endolysm (CDS_0040)

structural protein (CDS_0033) 37
baseplate hub (CDS_0029) 38
27 28 30 31 32 34 35 36] 41 42

MGV-GENOME-0311079 18617:34979(+)

structural protein (CDS_0033)
Hoc-like head decoration (CDS_0035)
baseplate spike (CDS_0030)
baseplate hub (CD5_0029) tail fiber protein (CDS_0034) 38

27 28 | 31 32 \ \ 36[39 40 41
OO HIOESEPETESC O T OSIWEEE AN
MGV-GENOME-0319733 17745:34704(+)
hemolysin (CDS_0038)
DNA invertase (CDS_0040)
36
structural protein (CDS_0032) 37
baseplate hub (CDS_0028) 29 30 31 33 34  35[ | 39 41
), I B ey W B S ), W), 2V, S O )

MGV-GENOME-0305653 17653:34478(+)

Hoc-like head decoration (CDS_0035)
hemolysm (CDS_0039)
endolysm (CDS_0040)

structural protein (CDS_0033)

baseplate spike (CDS_0030) 37
baseplate hub (CD5_0029) tail fiber protein (CDS_0034) ?58
27 28 | 31 32 | | 367 41
OO HOEBEPETD T O OWDEDD-DOIEDN

MGV-GENOME-0321609 17544:32968(+)

hemolysm (CDS_0039)
endolysm (CDS_0040)
holin'(CDS_0041)

L ] DNAinvertase (CDS 0045)
37 | holin (CDS_0042)
structural protein (CDS_0032) 38 43
baseplate hub (CDS_0028) 29 30 31 | 3334 35 36| 144 46
O DSBS O D SINDEODDH-DEETT KD

MGV-GENOME-0311400 18520:37584(+)

hemolysm (CDS_0037)
endolysm (CDS_0038)
35holin (CDS_0039)

structural protein (CDS_0031) 36 DNA invertase (CDS_0041)
baseplate hub (CDS_0027) 28 29 30 32 33 34] | holin (CDS_0040) 42

MGV-GENOME-0310811 18507:36625(+)

hemolysin (CDS 0037)
endolysm (CDS_0038)
holin (C DS_0039)

35 | holin (CDS_0040)

structural protein (CDS_0031) 36 42

baseplate hub (CDS_0027) 28 29 30 32 33 34] 41]
— I . — —

MGV-GENOME-0299050 17661:33881(+)
Hoc-like head decoration (CDS_0038)

structural protein (CDS_0033) hemolysin (CDS_0042)
baseplate spike (CDS_0030) 40
baseplate hub (CD5_0029) tail fiber protein (CDS_0034) 41
27 28 | 31 32 | 35 36 37 39 | 43 44 45
— I

MGV-GENOME-0322153 17680:37576(+)

hemolysm (CDS_0041)
endolysin (CDS_0042)

structural protein (CDS_0033) DNA invertase (CDS_0043)
baseplate hub (CDS_0029) 40
27 28 30 31 32 34 35 36 37 38 39 44

MGV-GENOME-0311427 17677:37768(+)

hemolysin (CDS 0042)
endolysm (CDS_0043)
structural protein (CDS_0033) 40holin (CDS_0044)
baseplate hub (CDS_0029) 41 DNA invertase (CDS_0046)
27 28 30 31 32 34 35 36 37 38 39 | holin (CDS_0045) 47

MGV-GENOME-0316028 17605:38609(+)

hemolysm (CDS_0036)
endolysm (CDS_0037)
structural protein (CDS_0027)

baseplate hub (CDS_0023) ?35 DNA invertase (CDS_0039)
21 22 24 25 26 28 29 30 31 32 ?:QTholin (CQS_OO3§) 40

MGV-GENOME-0300282 13542:34033(+)

hemolysin (CDS_0039)
DNA invertase (CDS_0044)
endolysin (CDS_0040)

structural protein (CDS_0030) 37holin (CQS_OO41)
baseplate hub (CDS_0026) 38 | holin (CDS_0042)
24 25 27 28 29 3132 33 34 35  36[| | | ] 43 45
— ——— —
MGV-GENOME-0304284 14391:35411(+)
baseplate wedge subunit (CDS_0031) Hoc-like head decoration (CDS_0039)
baseplate wedge subunit (CDS_0032) hemolysin (CDS_0043)
structural protein (CDS_0033) endolygn (CDS_0044)
baseplate spike (CDS_OQSO) Avd‘ protein of DGR (CDS_0036) 41 holin (CDS_0045)
baseplate hub (CD$_0029) tail fiber protein (CDS_0034) I integrase (CDS_0047)
27 28 || | | 35 | 37 38 40T holin (CDS_0046) 48
—— I . — —

uvig_584866 17457:38789(+)

Avd protein of DGR (CDS_0034)
Hoc-like head decoration (CDS_0036)

baseplate wedge subunit (CDS_0030) hemolysin (CDS_0040)
structural protein (CDS_0031) endolysin (CDS_0041)
baseplate spike (CDS 0028
baseplate hub (CD5_0027) tail fiber protein (CDS_0032) 39 integrase (CDS_0043)
25 26 29 | | T 33| 35 37 [holin (CDS_0042) 44

uvig 217401 15002:35127(+)
Hoc-like head decoration (CDS_0037)

structural protein (CDS_0032) hemolysm (CDS_0041)
baseplate spike (CDS_0029) holin (CDS_0044) 48
baseplate hub (CD5_0028) tail fiber protein (CDS_0033) 45 47
26 27 | 30 31 | ] 3435 36 38T 4243 T46] |4950

MGV-GENOME-0320251 17730:38172(+)

Hoc-like head decoration (CDS_0038)
hemolysin (CDS_0042)

structural protein (CDS_0033) endolysin (CDS_0043)
baseplate spike (CDS_0030) holin (CDS_0045)
baseplate hub (CD5_0029) tail fiber protein (CDS_0034) 46
27 28 | 38 32 | [353 37 39T 44| T4a748

MGV-GENOME-0329894 17614:37023(+)

hemolysin $D5_0037)
peptidase (CDS_0038) DNA invertase (CDS_0046)

structural protein (CDS_0028) 35 | holin (CDS_0040)
baseplate hub (CDS_0024) 36| | 41 43 45
22 23 2526 27 29 30 31 32 33 34[holin (CDS_0039)42 | 44 47

MGV-GENOME-0306332 13155:35963(+)

glycopeptide resistance transcriptional regulator VanU (NFO00090.1) (CDS_0052)
Hoc-like head decoration (CDS_0038)

baseplate wedge subunit (CDS_0032) hemolysin (CDS_0042)
structural protein (CDS_0033) endolyﬁn (CDS_0043)
baseplate spike (CDS_0030)Avd protein of DGR (CDS_0036) 40 amidoligase enzyme (CDS_0049)
baseplate hub (CD5_0029) tail fiber protein (CDS_0034) 41 46
27 28 | 31 | | T35 | 37 397 44.45] 4748 5051 | 53 54

uvig_278845 17434:40304(+)

structural protein (CDS_0033)

Hoc-like head decoration (CDS_0035)
hemolysm (CDS_0039)

holin (CDS_0042)

baseplate spike (CDS_0030)
baseplate hub (CDS_0029)

27 tail fiber protein (CDS 0 34) 43 45
|28 31 32 \ 36T 40 41 T447 46
MGV-GENOME-0325151 17784:34842(+) o
integrase (CDS_0025)
CDS_0026
DT @A

MGV-GENOME-0250431 16136:24313(+)

10000 nt i
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