tail fiber protein (CDS_0023)

tail protein (CDS_0019) lipoprotein (CDS_0028)
tail protein (CDS_0022) 26 transcriptional regulator (CDS_0034)
18 20 21 | 24 25727 29 30 31 32 33 35 36

— ——
MGV-GENOME-0256686 16122:25905(+)

tail fiber protein (CDS_0023)
lipoprotein (CDS_0027)
25
247126 28 29 30

N —
MGV-GENOME-0259658 16122: 25374(+)

lipoprotein (CDS_0027)
tail fiber protein (CDS_0023) 25
24] 26 28 29 30

N
MGV-GENOME-0252879 16122: 25203(+)

lipoprotein (CDS_0027)
25
tail fiber protein (CDS_0023) 24] 26

28 29 30

— ——
MGV-GENOME-0252762 16122:25229(+)

radical SAM domain protein (CDS_0027)
lipoprotein (CDS_0030)
2324 25 26 28 29 31 32 33

— e — —4—4
MGV-GENOME-0316116 16122:27045(+)
lipoprotein (CDS_0033)

tail fiber protein (CDS_0023) 24 25 26 27 28 29 30 31 32 34 35 36
MGV-GENOME-0286729 16122:31639(+) o
CDS_0023

MGV-GENOME-0231477 16122:21607(+)
tail fiber protein (CDS_0023)

I

GV-GENOME-0234148 16122:22249(+)
tail fiber protein (CDS_0023) 24 25 26 27

<

MGV-GENOME-0249073 16122:24702(+)

endolysin (CDS_0033)
tail fiber protein (CDS_0023) 24 25 26 27 28 29 30 3132 34 35

|
|
]

MGV-GENOME-0276107 16122:29694(+)

tail protein (CDS_0017)
CDS_0016 CDS_0021 CDS_0022

l*
i |
i

MGV-GENOME-0227341 14905:20809(+)

transposase (CDS_0020)
tail length tape measure protein (CDS_0015) CDS_0021 CDS_0022

] e 1
MGV-GENOME-0230275 11389:21369(+)
CDS_0021 CDS_0023
"€DS_0022

uvig 434954 11388:20924(+)

6000 nt 1

integration and excision lysis other tail transcriptionregulation unknown function
—




