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Fe-S oxidoreductase (CDS_0048)
51 homing endonuclease (CDS_0060)
50 54 thymidylate kinase (CDS_0065)
RIIA lysis inhibitor (CDS_0040) 47 49 | 52537 55 56575859 | DNA polymerase (CDS_0066)

MGV-GENOME-0369730 24590:46788(+)
CDS_0053

) s I O R N )

——
uvig 46357 34389:44593(+)

CDS_0049

I I )\ s R, I B, )

—
MGV-GENOME-0369417 29835:42629(+)

homing endonuclease (CDS_0054)
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