exonuclease (CDS_0041)
CDS$039
integrase (CDS_0033) CDS_0038

CDS_0031 CD&QO35 CDS_0040
TCDS_OO32 CDS_0034 CDS_0036 CDS_003 \ T 'Gp2.5-like ssDNA binding protein and ssDNA annealing protein (CDS_0042)

MGV-GENOME-0346309 32671:43914(+)
CDS_ 0034

MGV-GENOME-0344488 31458:40187(+)

DNA polymerase (CDS_0043)
CDS_0038 CDS_0044

MGV-GENOME-0342968 33893:44256(+)

metallo-protease (CDS_0035)
3334 [ 3637 38 39

MGV-GENOME-0347861 31754:45176(+)
383940 4142 43 4445 46 47

IMGVR_UViG_3300008744_000376|3300008744|Ga0114025_1000128|2-74619 33894:49185(+)
38 39 4041 42 4344 45 46

SAMEA2580030 a1 ct187969 vs1 33891:48506(+)
35 363738 39 40 41 42

IMGVR_UViG_3300029743_000281|3300029743|Ga0245246_100189(14594-94555 36459:51628(+)

Exopolysaccharide (VF0755) (CDS_0041) 44
37 38 39 40 42 43 [45 46 47 48 49 50 515253 54 5556 57 58

IMGVR_UViG_3300007524_000189|3300007524|Ga0105481_1000159 33895:62170(+)

tail protein (CDS_0040)
38 42
34353637 (39 | 41 [43 44 45 46 4748 49 50 51 52

i%

IMGVR_UViG_3300030438_000343|3300030438|Ga0168793_1000187(39-80691 31458:52228(+)

Exopolysaccharide (VF0755) (CDS_0037) DNA polymerase (CDS_0050)
36 39 48
3435 38 40 41 42 43 44 45 46 47 |49 51525354 55 56

B
4

SAMEA2737667 _al_ct94647 vs1 31429:57369(+)

metallo-proteafse (CDS_0048)
37 DNA polymerase (CDS_0046)
DNA methyltransferase (CDS_0036)38 39 40 41 4243 44 45 47 | 49 50 51 52

!+

MGV-GENOME-0353857 31463:53345(+)
10000 nt 1
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