
TemPhD_cluster_22829 32781:3016(+)

CDS_0001 CDS_0002
RecA filament binding protein DinI (CDS_0003)

excisionase (CDS_0039)
CII-like regulator (CDS_0040)

cell division inhibitor (CDS_0041)

CDS_0042
CDS_0043

DksA-like zinc-finger protein (CDS_0044)

DNA methyltransferase (CDS_0045)

phosphoadenosine phosphosulfate reductase (CDS_0046)

TemPhD_cluster_62477 31102:9452(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0004)
CDS_0005 CDS_0006 terminase large subunit (CDS_0007)phosphoadenosine phosphosulfate reductase (CDS_0043)

TemPhD_cluster_62516 30967:8489(+)

CDS_0004
CDS_0005

CDS_0006phosphoadenosine phosphosulfate reductase (CDS_0046)

TemPhD_cluster_51646 29696:7713(+)

CDS_0004 CDS_0006CDS_0036
Cox-like excisionase and repressor (CDS_0037)

phosphoadenosine phosphosulfate reductase (CDS_0044)

TemPhD_cluster_16435 29539:7713(+)

phosphoadenosine phosphosulfate reductase (CDS_0043)

TemPhD_cluster_30728 26642:6940(+)

CDS_0037 phosphoadenosine phosphosulfate reductase (CDS_0040)

TemPhD_cluster_62663_ 30479:7529(+)

PD-T7-1__PD-T7-1 (CDS_0004)queuine tRNA-ribosyltransferase (CDS_0044)

TemPhD_cluster_52339 27367:6149(+)

queuine tRNA-ribosyltransferase (CDS_0041)

TemPhD_cluster_51352 31771:8718(+)

Abi alpha-like abortive infection mechanism (CDS_0005)queuine tRNA-ribosyltransferase (CDS_0044)

TemPhD_cluster_3103 30513:9258(+)

CDS_0004
CDS_0005

CDS_0006queuine tRNA-ribosyltransferase (CDS_0042)

TemPhD_cluster_51738 30070:8427(+)

CDS_0004
CDS_0005 CDS_0006phosphoadenosine phosphosulfate reductase (CDS_0044)

TemPhD_cluster_62956_ 28960:7241(+)

Retron_I_C__RT_1_C1 (CDS_0006)RNA-binding protein (CDS_0041)

TemPhD_cluster_51046 31477:7241(+)

CDS_0004 CDS_0005CDS_0039
CDS_0040

RNA-binding protein (CDS_0044)

phosphoadenosine phosphosulfate reductase (CDS_0046)

TemPhD_cluster_33444 31374:7241(+)

RNA-binding protein (CDS_0043)

TemPhD_cluster_51287 31542:7229(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0043)

TemPhD_cluster_26265 29592:6909(+)

AbiU__AbiU (CDS_0005)RNA-binding protein (CDS_0042)

TemPhD_cluster_33718 27295:4449(+)

RNA-binding protein (CDS_0040)

TemPhD_cluster_62270 30838:6797(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0004) PD-T7-2__PD-T7-2_A (CDS_0005)RNA-binding protein (CDS_0043)

TemPhD_cluster_30503 29592:6909(+)

RNA-binding protein (CDS_0042)

TemPhD_cluster_62772_ 28789:6909(+)

cell division inhibitor (CDS_0037)
RNA-binding protein (CDS_0041)

TemPhD_cluster_43586 31057:7063(+)

CDS_0005CDS_0040 RNA-binding protein (CDS_0044)

TemPhD_cluster_12029 29720:5814(+)

RNA-binding protein (CDS_0043)

TemPhD_cluster_43654 30811:6800(+)

CDS_0004
CDS_0005

CDS_0006RNA-binding protein (CDS_0043)

TemPhD_cluster_43246 32437:2772(+)

RNA-binding protein (CDS_0046)

TemPhD_cluster_37809_ 28943:3018(+)

RNA-binding protein (CDS_0041)

IMGVR_UViG_2687453386_000001|2687453386|2687453983|1108567-1146885 33601:37316(+)

RNA-binding protein (CDS_0046)

TemPhD_cluster_52004 27612:5475(+)

CDS_0004RNA-binding protein (CDS_0040)

TemPhD_cluster_51902 29116:6732(+)

RNA-binding protein (CDS_0040)

TemPhD_cluster_43608 30897:3015(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0045)

TemPhD_cluster_13015 28695:2747(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0041)
DNA methyltransferase (CDS_0043)

TemPhD_cluster_33432 31114:2992(+)

CDS_0002DEDDh_I_II_III_IV_V_VI_1 (CDS_0046)

IMGVR_UViG_2690315706_000005|2690315706|2690319070|42902-79549 32643:36646(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0043)

TemPhD_cluster_62672_ 28933:2955(+)

RNA-binding protein (CDS_0041)
CDS_0043

TemPhD_cluster_62797_ 28368:4429(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0042)

TemPhD_cluster_44307 26331:4440(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0039)

TemPhD_cluster_62601_ 30309:6912(+)

Abi alpha-like abortive infection mechanism (CDS_0005)DEDDh_I_II_III_IV_V_VI_1 (CDS_0043)

TemPhD_cluster_30603 29022:5641(+)

CDS_0002 DNA binding protein (CDS_0006)DEDDh_I_II_III_IV_V_VI_1 (CDS_0044)

TemPhD_cluster_20667 29023:5642(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0043)

TemPhD_cluster_10214 29021:5639(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0043)

TemPhD_cluster_44043 25587:4381(+)

CDS_0033 CDS_0035
DEDDh_I_II_III_IV_V_VI_1 (CDS_0041)

DNA methyltransferase (CDS_0043)

TemPhD_cluster_28270 29632:6971(+)

CDS_0005 CDS_0006DEDDh_I_II_III_IV_V_VI_1 (CDS_0043)

TemPhD_cluster_10783 29633:6972(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0042)

TemPhD_cluster_28340 27829:6928(+)

CDS_0005DEDDh_I_II_III_IV_V_VI_1 (CDS_0038)

TemPhD_cluster_11088 29633:6972(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0042)

TemPhD_cluster_62746_ 29640:6979(+)

CDS_0005 CDS_0006DEDDh_I_II_III_IV_V_VI_1 (CDS_0043)

TemPhD_cluster_4458 29633:6972(+)

CDS_0005 CDS_0006DEDDh_I_II_III_IV_V_VI_1 (CDS_0043)

TemPhD_cluster_28271 29632:6972(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0042)
DNA polymerase exonuclease subunit (CDS_0043)

TemPhD_cluster_43917 27455:6971(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0043)

TemPhD_cluster_15026 27456:6972(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0042)

TemPhD_cluster_62714_ 28751:6113(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0041)

TemPhD_cluster_51712 28830:6870(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0040)

TemPhD_cluster_37923 28827:7876(+)

DNA methyltransferase (CDS_0040)

TemPhD_cluster_12986 31201:7389(+)

CDS_0005 CDS_0006DEDDh_I_II_III_IV_V_VI_1 (CDS_0044)

TemPhD_cluster_62635_ 30098:7393(+)

CDS_0005 Menshen__NsnA (CDS_0006)DEDDh_I_II_III_IV_V_VI_1 (CDS_0043)

TemPhD_cluster_43604 29904:7768(+)

Gao_Iet__IetA (CDS_0004) CDS_0005DEDDh_I_II_III_IV_V_VI_1 (CDS_0044)

TemPhD_cluster_62486 29734:7776(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0040)

TemPhD_cluster_37568_ 30727:6228(+)

Menshen__NsnA (CDS_0004) CDS_0005DEDDh_I_II_III_IV_V_VI_1 (CDS_0045)
queuine tRNA-ribosyltransferase (CDS_0047)

TemPhD_cluster_51607 29333:6099(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0042)

TemPhD_cluster_43782 29431:7915(+)

queuine tRNA-ribosyltransferase (CDS_0043)

TemPhD_cluster_51569 29987:8018(+)

Septu__PtuA (CDS_0004) Septu__PtuB (CDS_0005)phosphoadenosine phosphosulfate reductase (CDS_0045)

TemPhD_cluster_51871 28754:7822(+)

CDS_0004 CDS_0005CDS_0038 queuine tRNA-ribosyltransferase (CDS_0045)

TemPhD_cluster_8103 29541:7260(+)

Rst_3HP__Hp1 (CDS_0004)
Rst_3HP__Hp2 (CDS_0005)

Rst_3HP__Hp3 (CDS_0006)DEDDh_I_II_III_IV_V_VI_1 (CDS_0044)

TemPhD_cluster_51573 30347:7483(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0043)

TemPhD_cluster_21263 30610:7250(+)

RNA-binding protein (CDS_0045)

TemPhD_cluster_62471 29792:6120(+)

CDS_0002 CDS_0004DEDDh_I_II_III_IV_V_VI_1 (CDS_0044)

TemPhD_cluster_43732 29328:8015(+)

RNA-binding protein (CDS_0040)

TemPhD_cluster_37604_ 30064:7847(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0041)

TemPhD_cluster_51653 30073:7856(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0041)

TemPhD_cluster_51686 28738:7799(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0041)

TemPhD_cluster_62391 30085:7916(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0041)

TemPhD_cluster_28316 29083:7856(+)

RNA-binding protein (CDS_0040)

TemPhD_cluster_43739 28941:7857(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0044)

TemPhD_cluster_43660 30837:8892(+)

CDS_0007phosphoadenosine phosphosulfate reductase (CDS_0042)

TemPhD_cluster_63021_ 28742:8990(+)

phosphoadenosine phosphosulfate reductase (CDS_0040)

TemPhD_cluster_51381 31462:9212(+)

RM_Type_II__Type_II_MTases___Type_II_MTases_FAM_0 (CDS_0004)
CDS_0005phosphoadenosine phosphosulfate reductase (CDS_0043)

TemPhD_cluster_51365 31519:9192(+)

phosphoadenosine phosphosulfate reductase (CDS_0044)

TemPhD_cluster_37756_ 30349:8850(+)

phosphoadenosine phosphosulfate reductase (CDS_0045)

TemPhD_cluster_43995 28649:7080(+)

CDS_0004DNA methyltransferase (CDS_0042)

TemPhD_cluster_33841 27298:6190(+)

DNA methyltransferase (CDS_0040)

TemPhD_cluster_37874 29784:7200(+)

CDS_0004DNA methyltransferase (CDS_0042)

TemPhD_cluster_62756_ 30136:7824(+)

CDS_0004DNA methyltransferase (CDS_0043)

TemPhD_cluster_63358_ 27279:6191(+)

RNA-binding protein (CDS_0042) DNA methyltransferase (CDS_0043)

TemPhD_cluster_43843 29875:8075(+)

Retron_I_B__ATPase_TOPRIM_COG3593 (CDS_0004)DNA methyltransferase (CDS_0044)

TemPhD_cluster_51867 29677:7822(+)

CDS_0004 DNA binding protein (CDS_0005)CDS_0045

TemPhD_cluster_63092_ 28719:6826(+)

DNA methyltransferase (CDS_0042)

TemPhD_cluster_51347 31841:9489(+)

CDS_0044

TemPhD_cluster_33563 30888:8877(+)

Lamassu-Fam__LmuA_effector_Cap4_nuclease (CDS_0004)
Lamassu-Fam__LmuB_SMC_Cap4_nuclease (CDS_0005)DNA methyltransferase (CDS_0042)

TemPhD_cluster_37911 29204:8300(+)

SEFIR__bSEFIR (CDS_0004)DNA methyltransferase (CDS_0043)

TemPhD_cluster_22873 30135:7823(+)

CDS_0004 CDS_0005DNA methyltransferase (CDS_0044)

TemPhD_cluster_26235 31868:8075(+)

CDS_0005DNA methyltransferase (CDS_0045)

TemPhD_cluster_37512_ 32509:3001(+)

DNA methyltransferase (CDS_0048)

TemPhD_cluster_37818_ 30188:8637(+)

DNA methyltransferase (CDS_0044)

TemPhD_cluster_62801_ 29935:7960(+)

DNA methyltransferase (CDS_0041)

TemPhD_cluster_37541_ 31538:8546(+)

CDS_0004DNA methyltransferase (CDS_0046) queuine tRNA-ribosyltransferase (CDS_0047)

TemPhD_cluster_43929 28158:7409(+)

CDS_0004 CDS_0005DNA methyltransferase (CDS_0043)
queuine tRNA-ribosyltransferase (CDS_0044)

TemPhD_cluster_62890_ 29591:8067(+)

CDS_0004
CDS_0005

CDS_0006DNA methyltransferase (CDS_0044)

TemPhD_cluster_51632 30407:5722(+)

CDS_0004 CDS_0005RNA-binding protein (CDS_0044)

TemPhD_cluster_63450_ 26558:5752(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0039)

TemPhD_cluster_62943_ 29317:7504(+)

DNA methyltransferase (CDS_0044)

TemPhD_cluster_51677 30545:7382(+)

CDS_0005
CDS_0006DNA methyltransferase (CDS_0045)

IMGVR_UViG_2778261597_000001|2778261597|2778327404|27277-60063 29363:32785(+)

CDS_0042

TemPhD_cluster_26259 30733:7120(+)

CDS_0005
CDS_0006

CDS_0007DNA methyltransferase (CDS_0046)

TemPhD_cluster_43701 30257:7447(+)

cell division inhibitor (CDS_0040)
RNA-binding protein (CDS_0044)

DNA methyltransferase (CDS_0045)

TemPhD_cluster_43700 30257:7447(+)

cell division inhibitor (CDS_0040)
RNA-binding protein (CDS_0044)

DNA methyltransferase (CDS_0045)

TemPhD_cluster_37514_ 32485:8423(+)

DNA methyltransferase (CDS_0046)

TemPhD_cluster_51180 32085:7481(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0046)
CDS_0047

CDS_0048

TemPhD_cluster_23831_ 30217:7439(+)

ShosTA__ShosT (CDS_0006) ShosTA__ShosA (CDS_0007)RNA-binding protein (CDS_0044) DNA methyltransferase (CDS_0045)

TemPhD_cluster_43460 32274:7206(+)

ShosTA__ShosA (CDS_0007)DNA methyltransferase (CDS_0046)

TemPhD_cluster_43462 32274:7206(+)

DNA methyltransferase (CDS_0046)

TemPhD_cluster_37631_ 30474:7227(+)

phosphoadenosine phosphosulfate reductase (CDS_0047)

TemPhD_cluster_33511 31252:7657(+)

CDS_0006 Retron__RT_Tot_1 (CDS_0007)phosphoadenosine phosphosulfate reductase (CDS_0045)

TemPhD_cluster_62476 29321:9452(+)

CDS_0040 CDS_0041 phosphoadenosine phosphosulfate reductase (CDS_0042)

TemPhD_cluster_37200_ 34296:9382(+)

CDS_0003
CDS_0004queuine tRNA-ribosyltransferase (CDS_0046)

TemPhD_cluster_51696 28620:4452(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0043) CDS_0044

TemPhD_cluster_12335 26825:4453(+)

CDS_0039
DEDDh_I_II_III_IV_V_VI_1 (CDS_0041)

TemPhD_cluster_62980_ 28411:4449(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0043)

TemPhD_cluster_52023 28552:4437(+)

CDS_0042

TemPhD_cluster_62954_ 28329:6167(+)

phosphoadenosine phosphosulfate reductase (CDS_0042)

TemPhD_cluster_62945_ 28310:6480(+)

phosphoadenosine phosphosulfate reductase (CDS_0042)

TemPhD_cluster_37675_ 30153:8214(+)

DNA methyltransferase (CDS_0046)

TemPhD_cluster_62295 30212:3019(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0043) CDS_0044

TemPhD_cluster_51546 29180:4454(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0042) CDS_0043

TemPhD_cluster_62976_ 26819:3004(+)

CDS_0034 CDS_0040
CDS_0041

DEDDh_I_II_III_IV_V_VI_1 (CDS_0043)

TemPhD_cluster_13561 32085:3016(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0046)

TemPhD_cluster_28448 26332:4440(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0039)

TemPhD_cluster_52138 25309:3004(+)

tellurite resistance (CDS_0037)
TciB-like inhibition of cell division or resistance to colicin (CDS_0038)

CDS_0039 CDS_0042

TemPhD_cluster_19988 28892:7160(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0042)

IMGVR_UViG_2744055228_000003|2744055228|2744123739|112504-147179 30674:34674(+)

DEDDh_I_II_III_IV_V_VI_1 (CDS_0046)

IMGVR_UViG_3300032159_000071|3300032159|Ga0268251_10000054|162-32511 28624:32348(+)

RNA-binding protein (CDS_0042)

TemPhD_cluster_15199 29001:5621(+)

RNA-binding protein (CDS_0044) DNA methyltransferase (CDS_0045)

TemPhD_cluster_30606 29001:5621(+)

CDS_0002RNA-binding protein (CDS_0044)
DNA methyltransferase (CDS_0045)

TemPhD_cluster_37766_ 30263:5877(+)

RNA-binding protein (CDS_0044)

TemPhD_cluster_62886_ 29330:6274(+)

RNA-binding protein (CDS_0043)

TemPhD_cluster_6331_ 28235:9022(+)

CDS_0032
RNA-binding protein (CDS_0039)

DNA methyltransferase (CDS_0040)

TemPhD_cluster_51684 26330:2982(+)

CDS_0032 CDS_0033 CDS_0038 RNA-binding protein (CDS_0042)

TemPhD_cluster_17700 26701:2756(+)

cell division inhibitor (CDS_0037)

TemPhD_cluster_24893 27970:2768(+)

CDS_0037 cell division inhibitor (CDS_0042)

TemPhD_cluster_37853 26309:2783(+)

cell division inhibitor (CDS_0037)

TemPhD_cluster_37735_ 26689:2982(+)

cell division inhibitor (CDS_0041)

TemPhD_cluster_37736_ 26689:2982(+)

cell division inhibitor (CDS_0041)

TemPhD_cluster_62294 28136:2982(+)

CDS_0039

TemPhD_cluster_37704_ 26923:2756(+)

cell division inhibitor (CDS_0036)

TemPhD_cluster_62645_ 26241:2757(+)

transcriptional regulator (CDS_0032)
DNA ligase (CDS_0033) cell division inhibitor (CDS_0039)

TemPhD_cluster_43640 27377:2756(+)

cell division inhibitor (CDS_0039)

TemPhD_cluster_37823_ 26286:2982(+)

cell division inhibitor (CDS_0038)

TemPhD_cluster_28291 25364:2758(+)

CDS_0033 CDS_0035 cell division inhibitor (CDS_0040)

TemPhD_cluster_43727 26152:2756(+)

cell division inhibitor (CDS_0039)

TemPhD_cluster_52000 24238:2757(+)

cell division inhibitor (CDS_0037)

TemPhD_cluster_43845 25433:2757(+)

CDS_0040

TemPhD_cluster_33633 25443:2769(+)

CDS_0039

TemPhD_cluster_62344 27408:2783(+)

CDS_0041

TemPhD_cluster_43728 25312:2763(+)

CDS_0032 CDS_0037
cell division inhibitor (CDS_0038)

TemPhD_cluster_37754_ 25335:2973(+)

CDS_0035
cell division inhibitor (CDS_0036)

TemPhD_cluster_51729 26220:2747(+)

CDS_0037
CDS_0038

TemPhD_cluster_62627_ 25766:2747(+)

CDS_0034 anti-repressor Ant (CDS_0035) CDS_0040
cell division inhibitor (CDS_0041)

TemPhD_cluster_43653 24963:2742(+)

CDS_0039
cell division inhibitor (CDS_0040)

TemPhD_cluster_33741 25014:2982(+)

CDS_0035

TemPhD_cluster_43840 26506:2756(+)

CDS_0035

TemPhD_cluster_22006 26550:2756(+)

CDS_0037

TemPhD_cluster_37826_ 25951:2718(+)

CDS_0037

TemPhD_cluster_30610 26069:2771(+)

transcriptional regulator (CDS_0034) CDS_0039

TemPhD_cluster_43518 27751:2756(+)

CDS_0040

TemPhD_cluster_43598 26604:2756(+)

GAPS1__GAPS1 (CDS_0036) CDS_0041

TemPhD_cluster_51211 29045:2756(+)

CDS_0043

TemPhD_cluster_30448 28174:2756(+)

CDS_0042

TemPhD_cluster_51321 27568:2754(+)

CDS_0003CDS_0037 CDS_0042

TemPhD_cluster_51448 27070:2755(+)

CDS_0039

TemPhD_cluster_62580 26550:2756(+)

CDS_0037

TemPhD_cluster_51782 26795:2755(+)

CDS_0039

TemPhD_cluster_37664_ 27032:2756(+)

CDS_0032 anti-repressor Ant (CDS_0033) CDS_0038

TemPhD_cluster_37913 24946:2756(+)

CDS_0037

TemPhD_cluster_26318 25999:2771(+)

CDS_0033 CDS_0039

TemPhD_cluster_26245 27032:2756(+)

CDS_0038

TemPhD_cluster_62589_ 26715:2756(+)

anti-repressor (CDS_0035) CDS_0040

TemPhD_cluster_30513 26657:2982(+)

CDS_0040

TemPhD_cluster_51622 26506:2756(+)

CDS_0037

TemPhD_cluster_51281 27915:2982(+)

CDS_0041

TemPhD_cluster_28323 24941:2756(+)

anti-repressor Ant (CDS_0033) CDS_0038

TemPhD_cluster_62534 27783:2778(+)

CDS_0039

TemPhD_cluster_43876 25752:2761(+)

CDS_0032 CDS_0034 CDS_0038

TemPhD_cluster_62614_ 26905:2967(+)

CDS_0031 cell division inhibitor (CDS_0036)

TemPhD_cluster_19987 25681:3000(+)

CDS_0038

TemPhD_cluster_13150 24802:2757(+)

transcriptional regulator (CDS_0034)
PD-Lambda-1__PD-Lambda-1 (CDS_0036) CDS_0040

TemPhD_cluster_28245 26066:2757(+)

CDS_0033 CDS_0035 CDS_0039

TemPhD_cluster_63770 24511:4396(+)

CDS_0001

TemPhD_cluster_28287 25492:3001(+)

CDS_0035 CDS_0040 DNA methyltransferase (CDS_0044)

TemPhD_cluster_43863 25102:3000(+)

CDS_0040

TemPhD_cluster_37789_ 25895:3001(+)

CDS_0033 CDS_0038

TemPhD_cluster_33686 24960:2975(+)

CDS_0039

TemPhD_cluster_51375 26971:3000(+)

cell division inhibitor (CDS_0041)
CDS_0042

TemPhD_cluster_15191 26064:3000(+)

cell division inhibitor (CDS_0040)

TemPhD_cluster_51812 25981:2997(+)

cell division inhibitor (CDS_0039)

TemPhD_cluster_33797 24080:3000(+)

cell division inhibitor (CDS_0036)

TemPhD_cluster_44240 23998:3000(+)

cell division inhibitor (CDS_0034)

TemPhD_cluster_37655_ 28037:3000(+)

CDS_0039

TemPhD_cluster_22878 26568:2967(+)

cell division inhibitor (CDS_0035)

TemPhD_cluster_15489 30059:3001(+)

CDS_0042 DNA methyltransferase (CDS_0046)

TemPhD_cluster_43532 30851:3001(+)

CDS_0041

IMGVR_UViG_2541047954_000009|2541047954|2541180019|24268-60716 31452:35300(+)

CDS_0040

IMGVR_UViG_2731957943_000001|2731957943|2732027480|222754-273666 45462:49910(+)

CDS_0057

IMGVR_UViG_2687453155_000001|2687453155|2687453567|1110839-1158933 43656:48093(+)

cell division inhibitor (CDS_0052)

TemPhD_cluster_62364 30190:2757(+)

cell division inhibitor (CDS_0042)
CDS_0043

TemPhD_cluster_33549 29835:2757(+)

cell division inhibitor (CDS_0041)

TemPhD_cluster_62330 30879:2757(+)

CDS_0041

TemPhD_cluster_37848 27436:3001(+)

tellurite resistance (CDS_0040)
TciB-like inhibition of cell division or resistance to colicin (CDS_0041)

CDS_0042

TemPhD_cluster_37849 27436:3001(+)

CDS_0002tellurite resistance (CDS_0040)
TciB-like inhibition of cell division or resistance to colicin (CDS_0041)

CDS_0042

TemPhD_cluster_37759_ 28284:2982(+)

tellurite resistance (CDS_0040)
TciB-like inhibition of cell division or resistance to colicin (CDS_0041)

CDS_0042

TemPhD_cluster_43638 29306:3041(+)

tellurite resistance (CDS_0042)
TciB-like inhibition of cell division or resistance to colicin (CDS_0043)

CDS_0044

TemPhD_cluster_16120 27964:3015(+)

tellurite resistance (CDS_0039)
TciB-like inhibition of cell division or resistance to colicin (CDS_0040)

CDS_0041

TemPhD_cluster_38071 26190:3004(+)

tellurite resistance (CDS_0038)
TciB-like inhibition of cell division or resistance to colicin (CDS_0039)

CDS_0040

TemPhD_cluster_43813 28111:2982(+)

tellurite resistance (CDS_0040)
TciB-like inhibition of cell division or resistance to colicin (CDS_0041)

CDS_0042

TemPhD_cluster_37633_ 29280:3015(+)

tellurite resistance (CDS_0041)
TciB-like inhibition of cell division or resistance to colicin (CDS_0042)

CDS_0043

TemPhD_cluster_33523 29280:3015(+)

tellurite resistance (CDS_0041)
TciB-like inhibition of cell division or resistance to colicin (CDS_0042)

CDS_0043

TemPhD_cluster_51651 29195:3003(+)

CDS_0044

TemPhD_cluster_12993 29291:3001(+)

CDS_0040

TemPhD_cluster_33685 28052:2986(+)

CDS_0041

TemPhD_cluster_52144 28054:5194(+)

CDS_0039

TemPhD_cluster_44404 26108:4422(+)

CDS_0038

TemPhD_cluster_17324 28102:6467(+)

CDS_0041

TemPhD_cluster_37708_ 29370:5428(+)

CDS_0004 CDS_0005CDS_0041

TemPhD_cluster_19012 30815:7741(+)

CDS_0042

TemPhD_cluster_33650 28151:6096(+)

CDS_0041

TemPhD_cluster_43644 29205:2756(+)

CDS_0038
CDS_0039

CDS_0041

IMGVR_UViG_3300029160_000050|3300029160|Ga0120251_10087|9838-46937 33610:37098(+)

CDS_0043
CDS_0045 queuine tRNA-ribosyltransferase (CDS_0046)

IMGVR_UViG_2687453150_000001|2687453150|2687453562|1111022-1159635 43469:48612(+)

CDS_0053 CDS_0055

IMGVR_UViG_2630968980_000001|2630968980|2631039072|1113200-1147931 30612:34730(+)

DNA methyltransferase (CDS_0043)

TemPhD_cluster_20662 29113:7475(+)

CDS_0006
CDS_0007DNA methyltransferase (CDS_0042)

TemPhD_cluster_33635 29129:9257(+)

DNA methyltransferase (CDS_0041)

IMGVR_UViG_3300025728_000373|3300025728|Ga0207655_1000044|293099-327029 29750:32333(+)

CDS_0043

IMGVR_UViG_3300009036_000513|3300009036|Ga0105244_10000212|480-34410 29750:32333(+)

CDS_0043

5000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function Defence


