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Station155_DCM_ALL_assembly_NODE_731_length_60747_cov_7.701361 2:20982(+)
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Station78 DCM_ALL _assembly NODE_140_length_63081_cov_5.415971 40590:63079(-)
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Station188_SUR_ALL _assembly NODE_1011 length 46013_cov_18.874037 38011:46012(-)

DNA helicase (CDS_0002)
1 a5 single strand DNA binding protein (CDS_0006)
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Station168_1ZZ_ALL _assembly NODE_1870 length_40602_cov_25.604607 3:8157(+)
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Station196_SUR_ALL assembly NODE 738 length 43335 cov_61.657417 35497:43334(-)
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Station210_SUR_ALL assembly NODE_1729_length_47089_cov_50.796403 118:4065(+)

CDS_0034

CDS_0033
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Station158_DCM_ALL_assembly NODE_1354 length_43448_cov_36.792225 38528:43447(-)
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DNA, RNA and nucleotide metabolism unknown function
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