RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0008)
ADP-ribosylglycohydrolase (CDS_0003)
Bxa ADP-ribosyl transferase (CDS_0001) 2 4 5 6 7 9 10 1112 13 14

#
3

MGV-GENOME-0300272 88:7882(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0004)
1 2 3

!ﬂ

MGV-GENOME-0212345 110:3780(+)
RM_Type_Il__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0032)

ADP-ribosylglycohydrolase (CDS_0037)
38 36 35 3433 31
d@Eammc—EEd@am-@Ec-aa—ad

MGV-GENOME-0214760 25533:30614(-)
RM_Type_Il_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0032)

ADP-ribosylglycohydrolase (CDS_0037)
38 36 35 3433 31
i C@d3d@EaE-CiE=aa—Cd

MGV-GENOME-0213328 25320:30353(-)
RM_Type_ll_Type_ll_MTases__Type_|l_MTases_FAM_0 (CDS_0004)
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N
w
w
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MGV-GENOME-0244650 168:3564(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0004)
i 12|83

!ﬂ

MGV-GENOME-0212273 52:3720(+)

Bxa ADP-ribosyl transferase (CDS_0041)  ADP-ribosylglycohydrolase (CDS_0038)

Bxa ADP-ribosyl transferase (CDS_0040) RM_Type_II__Type_ll_MTases__Type_I|_MTases_FAM_0 (CDS_0033)
42

43 39 | 37 36 35 34 32

%

MGV-GENOME-0238565 25854:35008(-)

ADP-ribosylglycohydrolase (CDS_0007)
4 Bxa ADP-ribosyl transferase (CDS_0005) 6 8 9 10 11 Druantia_ll_DruM (CDS_0012)

=
N
w

|
\

MGV-GENOME-0266457 1:11452(+)

ADP-ribosylglycohydrolase (CDS_0007)
4 Bxa ADP-ribosyl transferase (CDS_0005) 6 8 9 10 11 Druantia_ll_DruM (CDS_0012)

iy
N
w

|
\

MGV-GENOME-0231596 1:11180(+)

RM_Type_Il__Type_ll_MTases__Type_I|_MTases_FAM_0 (CDS_0012)
ADP-ribosylglycohydrolase (CDS_0007)
Bxa ADP-ribosyl transferase (CDS_0005) 6 8 9 10 11 13

-
N
w
N

#
I

MGV-GENOME-0264296 1:11444(+)

RM_Type_Il__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0012)
ADP-ribosylglycohydrolase (CDS_0007)
Bxa ADP-ribosyl transferase (CDS_0005) 6 8 9 10 11 13

-
N
w
N

#
I

MGV-GENOME-0231094 1:11454(+)

RM_Type_Il_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0011)
ADP-ribosylglycohydrolase (CDS_0006)
1 248 Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8 9 10 12

%
I

MGV-GENOME-0238865 3:9356(+)
3534 33 32 Druantia_ll_DruM (CDS_0031)

MGV-GENOME-0209363 25891:29631(-)

CDS 0033
CDS_0032
CDS_0034 | Druantia_Il_DruM (CDS_0031)

MGV-GENOME-0208375 25701:29361(-)
5 34 33 32 Druantia_ll_DruM (CDS_0031)

w

MGV-GENOME-0219296 25905:29849(-)

CDS_0035
CDS_0034Druantia_ll_DruM (CDS_0032)
| CDs 0033

|+

MGV-GENOME-0207918 26000:29375(-)
12 3 4 5 Druantia_ll_DruM (CDS_0006)

MGV-GENOME-0258663 3:3916(+)

CDS 0035
CDS_0034
CDS_0036 | Druantia_ll_DruM (CDS_0033)

MGV-GENOME-0219287 26221:29615(-)
ADP-ribosylglycohydrolase (CDS_0035)

pyrophosphatase (CDS_0033)
6 34 Druantia_ll__DruM (CDS_0032) 28

MGV-GENOME-0258382 25778:30434(-)

lw

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0010)
ADP-ribosylglycohydrolase (CDS_0004)
Bxa ADP-ribosyl transferase (CDS_0001) 2 8 5 6 7 8 9 11

#
B

MGV-GENOME-0231853 180:8329(+)

ADP-ribosylglycohydrolase (CDS_0005)
1 2 Bxa ADP-ribosyl transferase (CDS_0003) 4 6 7 8 Druantia_ll__DruM (CDS_0009)

|
\

MGV-GENOME-0241770 3:9255(+)

ADP-ribosylglycohydrolase (CDS_0036)
40 39 Bxa ADP-ribosyl transferase (CDS_0038) 37 35 34 33 Druantia_ll_DruM (CDS_0032)

|
\

MGV-GENOME-0233657 24768:34035(-)

ADP-ribosylglycohydrolase (CDS_0006)
Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8 9  Druantia_ll_DruM (CDS_0010)

s
N
()

|
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MGV-GENOME-0275080 1:10708(+)

ADP-ribosylglycohydrolase (CDS_0006)
1 2 3 Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8 9 Druantia_ll_DruM (CDS_0010)

|
\

MGV-GENOME-0242384 1:9655(+)

Bxa ADP-ribosyl transferase (CDS_0004) ADP-ribosylglycohydrolase (CDS_0007)
Bxa ADP-ribosyl transferase (CDS_0005)
1 2 3 6 8 9 10 Druantia_ll_DruM (CDS_0011)
I

MGV-GENOME-0351744 1:9936(+)

§la ADP-ribosyl transferase (CDS_0001)
ADP-ribosylglycohydrolase (CDS_0003)
\ 5 6 Druantia_ll_DruM (CDS_0007)

%
\

MGV-GENOME-0216864 3:5006(+)

ADP-ribosylglycohydrolase (CDS_0003)
Bxa ADP-ribosyl transferase (CDS_0001)
2 4 5 6 Druantia_ll_DruM (CDS_0007)

#
\

MGV-GENOME-0273778 3:6638(+)

ADP-ribosylglycohydrolase (CDS_0038)
Bxa ADP-ribosyl transferase (CDS_0040) 39 37 36 35 Druantia_ll_DruM (CDS_0034)

|
!

MGV-GENOME-0229414 25956:33206(-)

RM_Type_ll_Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0011)
ADP-ribosylglycohydrolase (CDS_0006)
Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8 9 10 12

=
N
w
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I

MGV-GENOME-0258166 1:11070(+)

RM_Type_Il__Type_ll_MTases__Type_l|_MTases_FAM_0 (CDS_0010)
ADP-ribosylglycohydrolase (CDS_0006)
1 2 3 Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8 9 11

%
I

MGV-GENOME-4413999 1:10785(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0010)
ADP-ribosylglycohydrolase (CDS_0006)
1 2 3 Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8 9 11

%
I

MGV-GENOME-0308022 1:9965(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0004)
1 2 3 5

MGV-GENOME-0217348 31:3730(+)

RM_Type_Il_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0034)
CDS_0036
~ €DS 0035 CDS_0033

\!+

MGV-GENOME-0281338 26055:29384(-)

RM_Type_Il_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0034)
CDS_0036
~€DS_0035 CDS_0033

\I+

MGV-GENOME-0253170 25940:29067(-)
RM_Type_Il_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0035)
CDS_0037
~ €DS_0036 CDS_0034

I
MGV-GENOME-0212811 26747:30089(-)

CDS_0034 Druantia_ll_DruM (CDS_0032)
~CDS_0033

!+

MGV-GENOME-0208181 25956:29293(-)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0034)
ADP-ribosylglycohydrolase (CDS_0038)
42 41 Bxa ADP-ribosyl transferase (CDS_0040) 39 37 36 35 88

#
»

MGV-GENOME-0238910 25996:35036(-)
RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0007)

Bxa ADP-ribosyl transferase (CDS_0001)
ADP-ribosylglycohydrolase (CDS_0003)
| 2 4 5 6 8
-CEEEECHeC e Oad—d

MGV-GENOME-0220290 117:5610(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0034)
ADP-ribosylglycohydrolase (CDS_0038)
Bxa ADP-ribosyl transferase (CDS_0040)
39 | 37 36 35 33

iﬁ
%

MGV-GENOME-0224783 26040:32361(-)

ADP-ribosylglycohydrolase (CDS_0002)
3 4 5 6 Druantia_ll__DruM (CDS_0007)

%
\

MGV-GENOME-0216058 2:4893(+)

Druantia_ll__DruM (CDS_0003)
CDS_0001
CDS_0002

#

MGV-GENOME-0205782 3:3016(+)

RM_Type_ll_Type_ll_MTases__Type_|ll_MTases_FAM_0 (CDS_0012)
ADP-ribosylglycohydrolase (CDS_0008)
1 23 45 6 9 10 11 13

%
-

MGV-GENOME-0235151 2:8347(+)
RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0034)
CDS_0036
€DS_0035 CDS_0033

I
MGV-GENOME-0245867 26162:29140(-)
RM_Type_Il_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0034)
CDS_0036
£DS_0035 CDS_0033

I
MGV-GENOME-0205511 25956:28964(-)
RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0033)

CDS_0035
"CDS_0034 CDS_0032
MGV-GENOME-0207819 26055:29171(-)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0033)
ADP-ribosylglycohydrolase (CDS_0036)

pyrophosphatase (CDS_0034)
35 | 32 27

#

MGV-GENOME-0264048 26943:31558(-)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0032)
pyrophosphatase (CDS_0033)
|  cDs 0031
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MGV-GENOME-0213618 25564:28962(-)
RM_Type_Il_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0001)

MGV-GENOME-0207907 2:2018(+)
CDS_0032

CDS_0031

uvig 515532 22543:24813(-)
RM_Type_Il_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0034)

CDS_0035 CDS_0033

MGV-GENOME-0208238 26425:29425(-)

RM_Type_Il_Type_ll_MTases__Type_Il_MTases_FAM_0 (CDS_0034)
CDS_0035 CDS_0033

MGV-GENOME-0208255 26425:29429(-)
CDS_0001

uvig 302953 3:1876(+)

RM_Type_Il_Type_ll_MTases__Type_I|_MTases_FAM_0 (CDS_0012)
ADP-ribosylglycohydrolase (CDS_0006)
1 2 3 Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8 9 10 11 13

#
I

MGV-GENOME-0270082 1:11161(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0012)
ADP-ribosylglycohydrolase (CDS_0006)
1 2 3 Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8 9 10 11 13

#
I

MGV-GENOME-4414634 1:11041(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0011)
ADP-ribosylglycohydrolase (CDS_0005)
1 2 Bxa ADP-ribosyl transferase (CDS_0003) 4 6 7 8 9 10 12

%
I

MGV-GENOME-0238467 2:8660(+)

RM_Type_Il__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0014)
ADP-ribosylglycohydrolase (CDS_0006) 12
Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8 9 10 11] 13 15
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w
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uvig_ 11013 1:11415(+)

ADP-ribosylglycohydrolase (CDS_0006)
Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8 9 10 11 Druantia_ll_DruM (CDS_0012)
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N
w
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MGV-GENOME-0280330 1:11153(+)

ADP-ribosylglycohydrolase (CDS_0006)
Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8 9 10 11 Druantia_ll_DruM (CDS_0012)
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N
w
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\

MGV-GENOME-0257506 1:11039(+)

ADP-ribosylglycohydrolase (CDS_0005)
1 2 Bxa ADP-ribosyl transferase (CDS_0003) 4 6 7 8 9 10 Druantia_ll_DruM (CDS_0011)

|
\

MGV-GENOME-0245194 1:8960(+)

ADP-ribosylglycohydrolase (CDS_0041)
Bxa ADP-ribosyl transferase (CDS_0043) | RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0035)
\ 42 40 39 38 37 36 34

#
)

MGV-GENOME-0239473 28225:35147(-)

ADP-ribosylglycohydrolase (CDS_0040)
Bxa ADP-ribosyl transferase (CDS_0042) RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0034)
\ 41 39 38 37 36 35 33

#
)

MGV-GENOME-4418729 26058:33622(-)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0012)
ADP-ribosylglycohydrolase (CDS_0006)
Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8 9 10 11 13

=
N
w
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MGV-GENOME-0275832 1:11043(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0012)
ADP-ribosylglycohydrolase (CDS_0006)
Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8 9 10 11 13

=
N
w

#
|

MGV-GENOME-0279717 1:11038(+)
RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0013)

ADP-ribosylglycohydrolase (CDS_0006)
1 2 3 Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8 9 10 11 12 14

MGV-GENOME-0259786 1:11573(+)

ADP-ribosylglycohydrolase (CDS_0006)
1 2 8 Bxa ADP-ribosyl transferase (CDS_0004) 5 78 9 10 11 Druantia_ll_DruM (CDS_0012)

|
\

MGV-GENOME-0330038 1:10799(+)

ADP-ribosylglycohydrolase (CDS_0005)
1 2 Bxa ADP-ribosyl transferase (CDS_0003) 4 67 8 9 10 Druantia_ll_DruM (CDS_0011)

|
\

MGV-GENOME-0325606 3:8728(+)
RM_Type_Il__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0034)

ADP-ribosylglycohydrolase (CDS_0040)
Bxa ADP-ribosyl transferase (CDS_0042)
41 \ 39 38 37 36 35 33
- @ -EdEE R e

MGV-GENOME-0242191 26164:32724(-)

ADP-ribosylglycohydrolase (CDS_0038)
Bxa ADP-ribosyl transferase (CDS_0040)
39 ‘ 37 36 35 34 33 32 31
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MGV-GENOME-0216672 24279:30967(-)
RM_Type_IlI__Type_ll_MTases__Type_I|_MTases_FAM_0 (CDS_0009)

ADP-ribosylglycohydrolase (CDS_0003)
Bxa ADP-ribosyl transferase (CDS_0001)
2 \ 4 5 6 7 8 10
e @ - Eaad@EaEE @ Cana—d

MGV-GENOME-0226414 2:6643(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0034)
ADP-ribosylglycohydrolase (CDS_0040)
3  BxaADP-ribosyl transferase (CDS_0042) 41 39 38 37 36 35 33

IN

%
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MGV-GENOME-0234184 25975:34145(-)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0034)
39 38 37 36 35 88

MGV-GENOME-0212080 26008:30063(-)

RM_Type_Il_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0035)
38 37 36 34

MGV-GENOME-0210783 26340:29766(-)

ADP-ribosylglycohydrolase (CDS_0002)
3 4 5 6 7 Druantia_ll_DruM (CDS_0008)

%
|

MGV-GENOME-0218802 2:5345(+)

Bxa ADP-ribosyl transferase (CDS_0001)
Af5P-ribosylglycohydrolase (CDS_0003)
2 4 5 6 7 8 Druantia_ll_DruM (CDS_0009)

|
\

MGV-GENOME-0213307 1:5800(+)

Bxa ADP-ribosyl transferase (CDS_0041)
ADP-ribosylglycohydrolase (CDS_0039)
‘ 40 38 37 36 35 34 Druantia_ll_DruM (CDS_0033)

|
\

MGV-GENOME-0243969 26015:31598(-)

ADP-ribosylglycohydrolase (CDS_0039)
Bxa ADP-ribosyl transferase (CDS_0041)
40 ‘ 38 37 36 35 34 Druantia_ll_DruM (CDS_0033)

|
:
|

MGV-GENOME-0226677 25982:32690(-)

Bxa ADP-ribosyl transferase (CDS_0001)
ADP-ribosylglycohydrolase (CDS_0004)
Bxa ADP-ribosyl transferase (CDS_0002)
3 5 6 7 8 9 Druantia_ll_DruM (CDS_0010)

#
|

MGV-GENOME-0226337 3:7043(+)

ADP-ribosylglycohydrolase (CDS_0039)
42 BxaADP-ribosyl transferase (CDS_0041) 40 38 37 36 35 34 Druantia_ll_DruM (CDS_0033)

MGV-GENOME-0233682 25949:34042(-)
RM_Type_Il_Type_ll_MTases__Type_ll|_MTases_FAM_0 (CDS_0009)

ADP-ribosylglycohydrolase (CDS_0006)
pyrophosphatase (CDS_0008)
1 2 3 Bxa ADP-ribosyl transferase (CDS_0004) 5 7 \ 10
e @ <@ E A< K

MGV-GENOME-0254247 1:10916(+)

ADP-ribosylglycohydrolase (CDS_0034)
pyrophosphatase (CDS_0032)
38 37 Bxa ADP-ribosyl transferase (CDS_0036) 35 33 Druantia_ll__DruM (CDS_0031)

\
)
\

MGV-GENOME-0237974 25436:34896(-)

ADP-ribosylglycohydrolase (CDS_0006)
1 2 3 Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8
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MGV-GENOME-0238665 1:9426(+)

Druantia_ll__DruM (CDS_0003)
CDS_0001
£DS_0002

\!4

MGV-GENOME-0206325 1:3022(+)

Druantia_ll_DruM (CDS_0034)
CDS_0036
€DS 0035

#

MGV-GENOME-0206062 26038:29068(-)
CDS_0035 Druantia_ll__DruM (CDS_0034)

MGV-GENOME-0207910 26046:29298(-)
37 36 35 34 Druantia_ll_DruM (CDS_0033)

MGV-GENOME-0209715 25995:29696(-)

CDS_0002
cos_o$01 Druantia_ll__DruM (CDS_0004)
CDS_0003

|+

MGV-GENOME-0206574 123:3547(+)

37
T36 35 34 Druantia_ll_DruM (CDS_0033)

MGV-GENOME-0210405 26098:29819(-)

CDS_0036
CDS 0035  Druantia_Il_DruM (CDS_0033)
| CDS_0034

I+

MGV-GENOME-0207266 25956:29266(-)
1 2 3 4 5 Druantia_ll__DruM (CDS_0006)

MGV-GENOME-0211520 45:4252(+)

RM_Type_ll_Type_ll_MTases__ Type_Il_MTases_FAM_0 (CDS_0006)
1 2 3 4 5
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MGV-GENOME-0214876 53:4198(+)

RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0035)
38 37 36 34

MGV-GENOME-0211514 26699:30007(-)

RM_Type_Il_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0034)
CDS_0036
" |cps_o035 CDS_0033

|+

MGV-GENOME-0206800 26044:29189(-)
36 35 34 33 DNA methyltransferase (CDS_0032)

MGV-GENOME-0211080 26151:29933(-)

DNA methyltransferase (CDS_0002)
CDS_0001

|+

MGV-GENOME-0208899 3:2781(+)

ADP-ribosylglycohydrolase (CDS_0003)
Bxa ADP-ribosyl transferase (CDS_0001)
2 \ 4 5 6 7 8 9 methyltransferase (CDS_0010)

{

MGV-GENOME-0228494 2:7056(+)

ADP-ribosylglycohydrolase (CDS_0003)
1 2 4 5 6 7 8 9 methyltransferase (CDS_0010)

{

MGV-GENOME-0255766 3:5684(+)

ADP-ribosylglycohydrolase (CDS_0039)
Bxa ADP-ribosyl transferase (CDS_0041) 40 38 37 3 35 34 33 methyltransferase (CDS_0032)

!#

MGV-GENOME-0234745 26111:34257(-)

ADP-ribosylglycohydrolase (CDS_0006)
1 2 3 Bxa ADP-ribosyl transferase (CDS_0004) 5 7 8 9 10 11 12 methyltransferase (CDS_0013)

!

MGV-GENOME-0261936 1:11520(+)

DNA methyltransferase (CDS_0033)
38 37 36 35 34 32

MGV-GENOME-0212028 25917:30003(-)

RM_Type_ll_Type_ll_MTases__Type_Il_MTases_FAM_0 (CDS_0006)
1 2 3 45 7 8 13

MGV-GENOME-0305617 53:5619(+)
Druantia_ll__DruM (CDS_0005)

1 2 3 4 6
I
MGV-GENOME-0208979 1:5199(+)
RM_Type_ll_Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0012)
ADP-ribosylglycohydrolase (CDS_0006)
1 2 3 BxaADP-ribosyl transferase (CDS_0004) 5 7 8 9 1011 13 14
/s @ K EC@dd@aa @t

MGV-GENOME-0238628 37:10646(+)

RM_Type_ll__Type_ll_MTases__Type_ll_MTases_FAM_0 (CDS_0031)
ADP-ribosylglycohydrolase (CDS_0037)
Bxa ADP-ribosyl transferase (CDS_0039)
38 36 35 34 3332 30 29

i*

MGV-GENOME-0227023 24575:32752(-)

CDS 0037
CDS_0035 CDS_0030
CDS_0036]  CDS_0034 | cDs.0029

MGV-GENOME-0226601 25786:29635(-)

4000 nt 1

moron, auxiliary metabolic gene and host takeover other unknown function Defence
I



