phosphofructokinase (CDS_0057) Retron_VI_HTH (CDS_0064)
DNA primase/helicase (CDS_0047) 48 49 50 51 52 53 54 5556 58 59 60 61 62 63 65

7
10

IMGVR_UViG_3300030029_000073|3300030029|Ga0245284_1000594 32035:43402(+)

phosphofructokinase (CDS_0054)
49 50 51 5253 55 56 58

uvig 469018 29984:40792(+)

phosphofructokinase (CDS_0057)
53 54 55 56 58 59

;%
|
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SAMEA2737765_al_ct19659 29318:39425(+)
53 54 55 56 57 58
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49 50 51 52 53 54
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IMGVR_UViG_3300045988_110254|3300045988|Ga0495776_087213 29495:37045(+)
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IMGVR_UViG_3300029857_000016|3300029857|Ga0245297_1000877 32665:39677(+)
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