nucloid associated Lsr2-like (CDS_0036)

nucleotidyltransfegse (CDS_0035) HTH DNA binding protein (CDS_0059)
33 42 44 transcriptional repressor (CDS_0058)

32 [34 37 38394041 [43] 4546 47 48495051 52 53 54 55 56 57]] 60

gH

IMGVR_UViG_2795385900_000002|2795385900|2795446839|395665-485759 26564:49464(+)

42 44
37 38 3940 41 [43[ 4546 47 48495051 52 53 54 60

IMGVR_UViG_2795385923_000004|2795385923|2795447356|14241-102832 26564:48904(+)

46 60 64
34 38 3940 41 42 43 4445 4748 49 505152 53 54 55 56 57 585961 62 636566 6768 69

IMGVR_UViG_2795385985_000002|2795385985[2795448755|352502-454800 26573:60298(+)

HNH endonuclease (CDS_0055)
43 52 54 57 60 62
37 383940 4142 4445 46 4748495051 (53 || 56 |58 59 [61]63 64

IMGVR_UVIG_2516143052_000002|2516143052|2516149410 26571:53244(+)

32 48
3133 34 39 40 4142 43 44 454647 49505152 53 54 55 56 57 58 59

IMGVR_UViG_2795385564_000005|2795385564(2795439396|14141-107165 25782:53144(+)

48
32 39 40 4142 43 44 454647 49505152 53 54 55 56 57 58 59

IMGVR_UViG_2795385598_000004|2795385598|2795440016|502098-595122 25782:53144(+)

FtsK/SpolllE-like protein (CDS_0041)
45 58
33 38 3940 | 4243 44 [46 47 48 49 50 5152 53 54 555657 5960 61 6263 64 65 66 67 68 69

!%

IMGVR_UViG_2795385840_000015|2795385840(2795445479(15415-118776 25783:63605(+)
CDsS_0038 CDS_0040

| cDs_0039

IMGVR_UViG_2802429099_000006|2802429099|2802440543|14124-93849 26573:38931(+)
CDS_0038 CDS_0040

| cDs_0039

IMGVR_UViG_2802429136_000005|2802429136|2802441217|1307237-1386614 26573:38583(+)

10000 nt 1
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