
MGV-GENOME-0118569 12481:17004(+)

CDS_0017 CDS_0018 CDS_0019 CDS_0020 CDS_0021

CDS_0022
CDS_0023

CDS_0024
CDS_0025

SAMEA2737773_b1_ct56_vs2 76:6413(-)

CDS_0002CDS_0003tail protein (CDS_0008)

MGV-GENOME-0106441 1:3277(-)

CDS_0001CDS_0003

MGV-GENOME-0104668 12581:15982(+)

CDS_0021

uvig_321499 12957:16312(+)

CDS_0023

MGV-GENOME-0109757 1:4334(-)

CDS_0001

MGV-GENOME-0148597 15814:20163(+)

CDS_0025

uvig_288204 2:4340(-)

CDS_0002

MGV-GENOME-0149301 386:4734(-)

CDS_0002CDS_0003

Rampelli_SM_03_NODE_366_length_19720_cov_7.654971 15112:19463(+)

CDS_0023 CDS_0024

MGV-GENOME-0111022 314:4751(-)

CDS_0003
CDS_0004

MGV-GENOME-0112871 11758:16195(+)

CDS_0019
CDS_0020

uvig_548099 131:4825(-)

CDS_0002
CDS_0003

CDS_0004

MGV-GENOME-0125174 14076:17609(+)

CDS_0023

MGV-GENOME-0111601 96:3699(-)

CDS_0001

uvig_575822 13059:16475(+)

CDS_0023

MGV-GENOME-0147726 576:4903(-)

CDS_0003CDS_0004

MGV-GENOME-0136269 2:4333(-)

CDS_0001CDS_0002

uvig_340835 204:4214(-)

CDS_0001

MGV-GENOME-0147065 15213:19679(+)

CDS_0022 CDS_0023

uvig_310456 63:4509(-)

CDS_0002CDS_0003

MGV-GENOME-0141225 14935:19323(+)

CDS_0023

MGV-GENOME-0149196 629:5095(-)

CDS_0003

uvig_483609 71:3684(-)

CDS_0001CDS_0002

uvig_558340 3:3569(-)

CDS_0001

Han_2018_ERR1398081_NODE_903_length_16648_cov_340.260073 13032:16647(+)

CDS_0023

MGV-GENOME-0119035 13380:16861(+)

CDS_0023

MGV-GENOME-0118441 344:3793(-)

CDS_0001

MGV-GENOME-0111913 295:3640(-)

CDS_0001CDS_0002

MGV-GENOME-0109249 2:3684(-)

CDS_0001CDS_0002

MGV-GENOME-0121635 13476:17099(+)

CDS_0024 CDS_0025

uvig_321415 1:3821(-)

CDS_0001CDS_0002

MGV-GENOME-0115467 12871:16849(+)

CDS_0020 CDS_0021

uvig_540703 3:3924(-)

CDS_0001

MGV-GENOME-0144825 16073:19441(+)

CDS_0022

MGV-GENOME-0137962 3:3377(-)

CDS_0001

MGV-GENOME-0121991 3:3178(-)

CDS_0001

MGV-GENOME-0141051 217:3575(-)

CDS_0001

uvig_72742 15625:18983(+)

CDS_0023

uvig_249135 276:4181(-)

CDS_0001CDS_0002CDS_0006

IMGVR_UViG_3300045988_139298|3300045988|Ga0495776_040983 1:5025(-), 16422:19416(-)

CDS_0001
CDS_0003

CDS_0004 CDS_0023CDS_0024

CDS_0025

CDS_0026
CDS_0027

CDS_0028

IMGVR_UViG_3300045988_120007|3300045988|Ga0495776_039634 1:4579(-), 13723:18214(-)

CDS_0002
CDS_0003 DNA polymerase (CDS_0020)CDS_0025CDS_0026

MGV-GENOME-0129475 11021:2605(+)

CDS_0003CDS_0021
CDS_0022

CDS_0024

SAMEA2737716_a1_ct9168_vs1 85:8323(-)

endolysin (CDS_0005)CDS_0006CDS_0010
CDS_0011

MGV-GENOME-0105935 7840:16078(+)

CDS_0016endolysin (CDS_0017)

MGV-GENOME-0118366 387:8748(-)

endolysin (CDS_0005)CDS_0006

uvig_238239 7840:16078(+)

CDS_0016 CDS_0017

MGV-GENOME-0112406 8480:16502(+)

CDS_0019endolysin (CDS_0020)

MGV-GENOME-0096513 158:7388(-)

CDS_0005

MGV-GENOME-0093037 9510:15040(+)

CDS_0020

3000 nt

DNA, RNA and nucleotide metabolism connector head and packaging lysis tail unknown function


