endolysin (CDS_0031)
integrase (CDS_0033) 44 48
29 30 32 34 35 36 37 383940 41 42 43714546 47
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MGV-GENOME-0329229 29400:45148(+)
34 35 36 373839 40 41 42
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—
MGV-GENOME-0342029 29400:44038(+)
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34 35 3637 39 40 41
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RnIAB_RnIB (CDS_0035)
RnIAB__RnIA (CDS_0036) 45
34 | 37 38 39 40 41 42 43 44 46 47 48

—
MGV-GENOME-0336735 29399:49541(+)

RnIAB_RnIB (CDS_0035)
RnlAB__RnlA (CDS_0036) 41
34 | 37 38 3940 42 43
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IMGVR_UViG_3300045988_188318|3300045988|Ga0495776_163013[8371-58353 29400:36499(+)

deoxyribonucleoside 5' monophosphate phosphatase (CDS_0040)
DNA methyltransferase (CDS_0036) 47
34 35 37 38 39 41 42 43 44 45 iéT 48 49 50
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—
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RM__Type_|l_MTases__Type_|_MTases_FAM_0 (CDS_0040)
RM_ Type_|_REases__Type_|_REases_FAM_0.einsi_trimmed (CDS_0038)
34 35 exonucleaseV(CDS_0036) 37 \ 39 \ 41 42 43

—
MGV-GENOME-034444¢6 29399:49039(+)
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