tail protein (CDS_0023) CDS_0025 CDS_0027 CDS_0029
CDS_0024 CDS_0026 CDS_0028 T CDS_0030

Sak4-like ssDNA annealing protein (CDS_0036)

HTH DNA binding protein (CDS_0033)
CDS_0031

endonuclease (CDS_0034)
\ DNA polymerase (CDS_0035) CDS_0037

! (K K iy

O @K K

Gordonia_phage Amok 20396:29255(+)

CDS_0037 CDS_0039

| ! K KK K

OO K X |

Gordonia_phage_AikoCarson 26324:35119(+)
CDS_0022 CDS_0026 CDS_0030

oy ) KK K< D

NC_031234.1 20096:28424(+)

CDS.0044  CDS_0047
CDS_0040 CDS 0043  CDS_0046 | CDS 0048

— @8 K K |

DNA polymerase (CDS_0052) CDS_0053

amH @& D -EEaOE-EETK

| S

Gordonia_phage_Troje 29961:39132(+)
CDS_0046 CDS_0047

aaH & N H-EET-E-EK

Gordonia_phage_Buttrmlkdreams 29918:39222(+)
CDS_0045 CDS_0046

am—a@{ D {O-adE-@-aEK

Gordonia_phage_MScarn 29931:38900(+)
CDS_0046 CDS_0047

a/+{ a&—-{ M HO-EKE-EEEK

Gordonia_phage_SketchMex 30231:39070(+)
' 3000 nt {

DNA, RNA and nucleotide metabolism tail unknown function



