radical SAM domain-containing protein (CDS_0005)
endolysin (CDS_0004)

CDS_0006 tail protein (CDS_0009) CDS_0012 CDS_0016
CDS_000 CDS_0007CDS.0008 |  CDS0010 CDS0011CDS_0013 CDS_0014 CDS 0015
IMGVR _UViG_3300045988 142755|3300045988|Ga0495776_180886 1742:22962(+)
CDS_0003
IMGVR_UViG_3300045988_137912|3300045988|Ga0495776_174132 2183:16341(+)
CDS_0049
CDS.0048 |  CDS.0050 CDS_0052 CDS_0056

MGV-GENOME-0376951 31470:54587(+)
CDS_0169

¢ KKK KK K KK cd

uvig_254734 116571:139604(-)

CDS_0074
¢ KKK KK KK KKK @
uvig_442860_ 47958:71356(+)

CDS_0184
¢ KKK KK K KKK A
ivig_3920 132286:155664(-)

CDS_0058 CDS_0056
¢ KKK KK KK KK @
MGV-GENOME-0377532 61543:83738(-)
CDS_0007 CDS_0012 CDS_0013

¢ KKK KK K DK

uvig 289035 1884:25666(+)

long tail fiber protein distal subunit (CDS_0041)

CDS_0040
IMGVR _UViG_3300045988 149381|3300045988|Ga0495776_080943 38866:62765(-)
CDS_0184 CDS_0182 CDS_0181

¢ KKK KK K DCICEKK

MGV-GENOME-0378254 144968:168878(-)
radical SAM domain-containing protein (CDS_0078) CDS_0085

¢ K KK KK KK O O §

uvig 245308 58265:82493(+)
CDS_0027

¢ K KKK KK K KKK

MGV-GENOME-0377069 8029:32130(+)
CDS_0056

K KK K KK A

MGV-GENOME-0357670 62154:82385(-)

CDS_0014

¢ KKK KK KK KKK

MGV-GENOME-0375652 15686:39267(-)

CDS_0051

XK KK KX KKK cd

uvig 225119 57851:78214(-)

CDS_0045
¢ KKK KK KK KKK
IMGVR_UViG_3300045988_143675|3300045988|Ga0495776_149849 40666:64579(-)

CDS_0014
¢ KKK KK KK KKK d
MGV-GENOME-0377592 12700:36143(-)

CDS_0037
¢ KKK KK K KKK A
IMGVR_UViG_2806310865_000002|2806310865|2806367053|18492-183332 23155:46556(+)

CDS_0058
¢ KKK KK KK S (O A

MGV-GENOME-0377120 33576:57051(+)

long tail fiber protein distal subunit (CDS_0191)
CDS_0192

¢ KKK KK KK DK

uvig 148800 142396:166750(+)

long tail fiber protein distal subunit (CDS_0013)

CDS_0012
¢ K KKK KK KK DK
IMGVR _UViG_3300045988_167080|3300045988|Ga0495776_186594 8694:33048(-)

CDS_0013 CDS_0012
¢ K KKK KK K O KK

MGV-GENOME-0378230 8694:33048(-)

long tail fiber protein distal subunit (CDS_0072)
CDS_0071

Ak KK KK HD@KEK d

MGV-GENOME-0364656 68131:89654(-)

tail assembly protein (CDS_0056)

CDS_0054
CDS_0055]
K KK K X KK KK d

uvig 215649 61360:81516(-)

tail assembly protein (CDS_0053)
CDS_0052 CDS_0051

acK KK KK ) I (O d

uvig 63541 58532:79110(-)

CDS_0011
Ak KK KK KKK d
MGV-GENOME-0361818 4121:23389(+)

CDS_0072
acK KK KK KK d
uvig 171930 69257:88525(-)

CDS_0058
acK KK KK KKK A

uvig 19096 61370:81021(-)

tail assembly protein (CDS_0010)
CDS_0011 CDS_0012

¢ KKK KK KK K KK d

IMGVR_UViG_2878492970_000001|2878492970|2878492981|42226-217763 561:23390(+)
CDS_0054 CDS_0053 CDS_0052

¢ KKK KK K K KKK i

MGV-GENOME-0376912 47640:70349(-)

CDS_0065 CDS_0063 CDS_0062 CDS_0061

KKK KK KKK ) KK K

MGV-GENOME-0377906 64454:86322(-)

tail assembly protein (CDS_0132)
CDS_0131 CDS_0130

¢ KKK KK KK ) KK

uvig 157295 90753:114418(-)

tail assembly protein (CDS_0010)
CDS_0011 CDS_0012

¢ K KK K X KK

ivig_2098 610:24246(+)
CDS_0063 CDS_0064 CDS_0065

¢ K KK KK KK ) KK

IMGVR_UViG_3300029122_000001|3300029122|Ga0168799_1000051 42461:67204(+)
CDS_0180 CDS_0181 CDS_0182

¢ KKK KK KK < S O A

IMGVR_UViG_3300045988_136518|3300045988|Ga0495776_002063 113354:136521(+)

tail assembly protein (CDS_0123)
CDS_0122 CDS 0121

¢ KKK KK K K G O d

uvig 308266 88122:111314(-)

tail assembly protein (CDS_0011)
CDS_0012 CDS_0013

¢ KKK KK K ) KK

uvig 253032 1014:25087(+)
CDS_0187 CDS_0186 CDS_0185

¢ KKK KK KK K AKX

IMGVR_UViG_3300045988_141200|3300045988|Ga0495776_186555 136086:160139(-)
CDS_0069 CDS_0068 CDS_0067

¢ K KK KK KK ) KK

MGV-GENOME-0377407 58061:82255(-)

CDS_0205 CDS_0001 CDS_0002 CDS_0003

¢ KKK KK K H G O

uvig 547918 152568:13884(+)

CDS_0052
CDS_0053 CDS_0051

¢ KKK KK KK KK @

MGV-GENOME-0377279 47817:70763(-)

tail assembly protein (CDS_0190)
CDS_0189 CDS_0188

¢ KKK KX K ) KK

IMGVR_UViG_3300029424_000285|3300029424|Ga024378%_1000038|5724-168758 137840:162475(-)

tail assembly protein (CDS_0022)
CDS_0023 CDS_0024

¢ KKK KK KK ) KK

uvig_458842_ 13677:38455(+)

tail assembly protein (CDS_0120)
CDS_ 0121 CDS_ 0122

¢ KKK KK KK K L O

OTU_43 74192:99022(+)

CDS_0164 CDS_0163 CDS_0162

¢ KKK KK KK ) N N G

MGV-GENOME-0375873 114668:139431(-)
CDS_0084 CDS_0083 CDS_0082

¢ KKK KK KK K A

MGV-GENOME-0378180 74440:98366(-)

tail assembly protein (CDS_0119)
CDS_0120 CDS_0121

¢ KKK KK KK X ACKK

IMGVR_UViG_7000000232_000074|7000000232|SRS015578_ WUGC _scaffold_39883 77606:101532(+)
CDS_0012 CDS_0013 CDS_0014

¢ KKK KK K K O O

IMGVR_UViG_3300029027_000075|3300029027|Ga0169621_100021 2929:27431(+)

tail assembly protein (CDS_0191)
CDS_0190 CDS_0189

¢ KKK KK K K KK

IMGVR_UViG_3300045988_141610|3300045988|Ga0495776_081048 134916:159418(-)

CDS_0093  CDS_0092 CDS_0091

¢ KKK KK KK A KK

MGV-GENOME-0377888 77641:101204(-)

tail assembly protein (CDS_0150) CDS_0152
CDS_0151]

¢ KKK KK KK A A

IMGVR_UViG_3300045988_133916|3300045988|Ga0495776_138297 86288:109752(+)
CDS_0202  CDS_0200 CDS_0199 CDS_0198

KKK KK HOEK X O O d
uvig_546380 158242:181483(-)

CDS_0202 CDS_0198 CDS_0197 CDS_0196
KKK KK KK K AKX d

IMGVR_UViG_3300045988_142471|3300045988|Ga0495776_001807 137296:159627(-)

CDS_0077 CDS_0078 CDS_0079

KKK KK KK ) KK I

MGV-GENOME-0376902 49485:71993(+)

CDS_0012 CDS_0013 CDS_0014

KKK KK KK K KK @

MGV-GENOME-0379172 2901:25266(+)

CDS_0162
CDS_0155 CDS.0160 CDS.0161 |  CDS 0163 CDS_0165
DK K KKK KK K KKK .

MGV-GENOME-0377060 97048:120064(+)

long tail fiber protein distal subunit (CDS_0205)
203 204 M 206 1

DEK KKK KK A KKK

IMGVR_UViG_3300045988_141044|3300045988|Ga0495776_001828 153067:13321(+)

long tail fiber protein distal subunit (CDS_0192)
CDS0194 CDS0193 |  CDS.0191

&K KKK &K X N O d

uvig_164254 150332:173139(-)

CDS_0073
CDS.0071 CDS.0072 | CDS_0074
DK K KKK [ACITK K KKK K

MGV-GENOME-0377014 49289:70597(+)

long tail fiber protein distal subunit (CDS_0135)
CDS_0137  CDS_0136 T CDS_0134

DK KKK KK K KKK A

uvig 133452 92776:114633(-)

CDS_0052
CDS_0051 long tail fiber protein distal subunit (CDS_0061)
T| cbs_0053 CDS.0059 CDS.0060 |  CDS.0062
P DK K KKK &K X K KKK
uvig 153514 38322:63399(+)
endolysin (CDS_0056) CDS_0061
CDS 0059 CDS 0060 |  CDS.0062
B HOEK K KKK &K X KKK

MGV-GENOME-0378317 38326:63403(+)

long tail fiber protein distal subunit (CDS_0008)
CDS_0006  CDS_0007 T CDS_0009

P DK KK K K KKK

IMGVR_UViG_3300045988_152599|3300045988|Ga0495776_015057 173277:22940(+)

long tail fiber protein distal subunit (CDS_0002)
9 4 3 T 1 208

DI K ACK KK K N S

IMGVR_UViG_3300045988_155761|3300045988|Ga0495776_001832 1:12769(-), 149531:163127(-)

long tail fiber protein distal subunit (CDS_0140)

144 143 é%l 139
B HDEK K KKK KKK X KK

uvig 149429 109245:134667(-)

long tail fiber protein distal subunit (CDS_0189)

excisionase (CDS_0178) 188
179 185 186 187[ 190
ML O—DCK X KKK KK K KKK

IMGVR_UViG_3300029498_000001|3300029498|Ga0244218_100055 138784:164466(+)

long tail fiber protein distal subunit (CDS_0014)

15
18 17 16] 13

da-PHIEK K K K K KKK

IMGVR_UViG_3300045988_137987|3300045988|Ga0495776_001806 1934:27994(-)

7 10

6 8 9
DA ACK - K KKK

IMGVR_UViG_3300045988_153413|3300045988|Ga0495776_149859 311:25086(+)

long tail fiber protein distal subunit (CDS_0034)
26 31 32 33 T 35 37

D &K KKK K KK N O

uvig 383421 21176:46259(+)

10 11 12 il 15 19 20

£
&K K KA &K A KKK | 1@

MGV-GENOME-0378975 2185:24764(+)

long tail fiber protein distal subunit (CDS_0102)
101
98 99  100] 103 105 106 107

DX DK KK A& K N (KK

IMGVR_UViG_3300045988_163389|3300045988|Ga0495776_119713 67646:85351(+)

196
205 199 198  197[195 194

DIDC__ 1K KK A X K AKX

MGV-GENOME-0377167 143643:162519(-)

long tail fiber protein distal subunit (CDS_0002)

5 4 3 1 208 tail assembly protein (CDS_0206)
DEK K KKK @ KKK K KK
OTU_28 1:9949(-), 157490:164877(-)

CDS_0003 CDS_0004 CDS_0005

K ) KK A

IMGVR_UViG_3300045988_161496|3300045988|Ga0495776_137458 1596:16366(+)
CDS_0209 CDS_0208 CDS_0207

K K AR A

IMGVR_UViG_3300007498_000006|3300007498|Ga0104980_100059 158505:173275(-)

tail assembly protein (CDS_0003)
CDS_0004 CDS_0005

&K ) A A

ivig 1995 1836:16261(+)
CDS_0003  CDS_0004 CDS_0005

&K K KK d

MGV-GENOME-0378708 2660:18183(+)

tail assembly protein (CDS_0045)
CDS_0049 CDS_0046 CDS_0044 CDS_0043

D ECTTKETTKKETK [T KK A

IMGVR_UViG_3300045988_122498|3300045988|Ga0495776_002042 39799:61814(-)

CDS_0061 CDS_0062  CDS_0063 CDS_0064

DA KKK KKK 1

IMGVR_UViG_3300045988_144083|3300045988|Ga0495776_119896 41194:61953(+)

tail assembly protein (CDS_0066)
CDS_0065 CDS_0067 CDS_0068

KKK KK d

OTU_17 44322:64774(+)

tail assembly protein (CDS_0025)
CDS_0024 CDS_0026 CDS_0027

PR [ KK d

uvig 122276 23085:43843(+)

CDS_ 0198 CDS_0197 CDS_0196 CDS_0195

DA KKK KKK 1

MGV-GENOME-0379226 139462:160220(-)

tail assembly protein (CDS_0066)
CDS_0067 CDS_0065 CDS_0064

daEK KKK A

uvig_ 434155 67275:85083(-)

CDS_0061 CDS_ 0062 CDS_0063 CDS_0064

DA KKK KK d

MGV-GENOME-0376005 39522:61953(+)

tail assembly protein (CDS_0154)
CDS_0153 CDS_0155 CDS_0156

A KETKAEK KKK 1

SRS013940_al ct852 102977:123084(+)

CDS_0141 CDS_0142 CDS_0143 CDS_0144

ddKEaEEE T dEEKK d

IMGVR_UViG_3300029716_000002|3300029716|Ga0245260_1000113 88890:108238(+)

tail assembly protein (CDS_0199)
CDS_0200 CDS_0198 CDS_0197

K KA ) KK @

IMGVR_UViG_3300013958 _000275|3300013958|Ga0117815_1000014|6304-179469 151882:171574(-)
CDS_0079 CDS_0078 CDS_0077 CDS_0076

K KA K KK @

MGV-GENOME-0377493 70524:90953(-)

203 202 201 200 199

KKK — KK A

IMGVR_UViG_3300045988_158399|3300045988|Ga0495776_149876 155514:178311(-)

CDS_0154 CDS_0155

D O KKETTAETK KKK A

IMGVR_UViG_3300006525_000004|3300006525|Ga0101027_100034 89629:110302(+)

tail protein (CDS_0193)
196 195 194 192

KKK KK KKK d

IMGVR_UViG_3300029008_000074|3300029008|Ga0169638_100013|46110-205525 135745:158135(-)

tail protein (CDS_0010)
7 8 9 11

KKK K S K

uvig 115258 1331:23721(+)

tail protein (CDS_0022)
21 23

19 20
D KK KA K KKK

MGV-GENOME-0379628 13008:36989(+)

tail protein (CDS_0065)
62 63 64 66

K IEEEAC—EK &K KKK A

MGV-GENOME-0378059 40871:62791(+)

tail protein (CDS_0184)
187 186 185 183 182 181

PEEETK AKX &K K KK

uvig 160314 132325:156196(-)

CDS_0196 CDS_0195

X DK 1

MGV-GENOME-0378116 160729:174921(-)

long tail fiber protein distal subunit (CDS_0042)

50 45 44 43 ] 41 38
DK [ K X DK
uvig 299093 38045:62569(-)
CDS_0006 CDS_0001
S 0 O [\ (G
MGV-GENOME-0375804 2:8812(-)
199

200798 197 196 195 194

PECT I ERE@EEEKK ad

uvig_457935_ 139781:157856(-)

f 10000 nt i

DNA, RNA and nucleotide metabolism integration and excision lysis other tail unknown function



