
MGV-GENOME-0248781 14264:22465(+)

CDS_0018

tail protein (CDS_0019)
baseplate wedge subunit (CDS_0020)

baseplate protein (CDS_0021)
tail protein (CDS_0022)

tail fiber protein (CDS_0023)
CDS_0024

CDS_0025
CDS_0026

integrase (CDS_0027)

CDS_0028 CDS_0029

uvig_284275 14264:22465(+)

tail fiber protein (CDS_0023)
CDS_0024

CDS_0025
CDS_0026

MGV-GENOME-0236228 14264:25511(+)

tail fiber protein (CDS_0023)
CDS_0024

CDS_0025
CDS_0026

CDS_0030

CDS_0031
CDS_0032

EibE (VF1172) (CDS_0033)
CDS_0034

MGV-GENOME-0235508 14263:21061(+)

tail fiber protein (CDS_0022)

MGV-GENOME-0225482 14261:24243(+)

tail fiber protein (CDS_0023) CDS_0027
CDS_0028

CDS_0029

uvig_393956 14258:23631(+)

tail fiber protein (CDS_0023)
CDS_0024 CDS_0025 SoFic__SoFic (CDS_0027)

IMGVR_UViG_3300045988_092100|3300045988|Ga0495776_027431 14258:30119(+)

tail fiber protein (CDS_0023)
24 25 26 27 28

endolysin (CDS_0029)
30 31 32 33

phosphoadenosine phosphosulfate reductase (CDS_0034)
ParB-like partition protein (CDS_0035)

36 37 38

IMGVR_UViG_3300007315_000016|3300007315|Ga0104930_100200 14264:28595(+)

tail fiber protein (CDS_0023) 24 25 26 27 28 29 30 31 32 33
excisionase (CDS_0034)

35 Hpt (VF0264) (CDS_0036) 38

SRS043454_a1_ct4346_vs01 14261:28379(+)

tail fiber protein (CDS_0023)
24

25 26 27 28 29 30 31 32 33 34 35
excisionase (CDS_0036)

37

SAMN11031447_a1_ct1500 14261:26304(+)

tail fiber protein (CDS_0023)
24 25 26 27 28 29 30 31 32 33 excisionase (CDS_0034)

IMGVR_UViG_3300045988_061000|3300045988|Ga0495776_001130 14260:29139(+)

tail fiber protein (CDS_0023)
24 25 26 27 28 2930 31 32

33
34 35 36 37 38 39 40 excisionase (CDS_0041)

SAMN05827153_a1_ct1490 14260:29020(+)

tail fiber protein (CDS_0023)
24 25 26 27 28 2930 31 32

33
34 35 36 37 38 39 40 excisionase (CDS_0041)

IMGVR_UViG_3300045988_073960|3300045988|Ga0495776_001452 14264:28310(+)

tail fiber protein (CDS_0023)
24 25 26

27
28 29 30 31 32 33 34 excisionase (CDS_0035)

uvig_369895 14252:24709(+)

tail fiber protein (CDS_0023) 24 25 26 27 28
transcriptional regulator (CDS_0030)

3132 33

6000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover tail transcription regulation unknown function Defence

Virulence


