baseplate wedge subunit (CDS_0021) deoxyribonucleoside 5' monophosphate phosphatase (CDS_0031)

baseplate protein (CDS_0020) Retron_VI_HTH (CDS_0037)
baseplate hub (CDS_0017) excisionase (CDS_0029) Cl-like repressor (CDS_00368)
18 19 22 23 24 25 26 27 28 ] 30 32 33 34 35 |

IMGVR_UViG_2778261153 000009|2778261153|2778285260|32150-73449 12685:30507(+)

O-acetyltransferase (CDS_0025)
short tail fiber protein (CDS_0023) 24 26 27 28 phosphoadenosine phosphosulfate reductase (CDS_0029)
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IMGVR_UViG_2585427747_000001|2585427747|2585456408 13212:27137(+)

GtrA-like O-antigen conversion (CDS_0026)

LPS (VF0124) (CDS 0025) integrase (CDS_0029)
short tail fiber protein (CDS_0022) 23 24 \ 27 28 30 phosphoadenosine phosphosulfate reductase (CDS_0031)

IMGVR_UViG_2563366842_000003|2563366842|2563393181|24894-65406 12762:27434(+)

GtrA-like O-antigen@version (CDS_0026)
LPS (VF0124) (CDS_0025)
short tail fiber protein (CDS_0022) 23 24 \ 27
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IMGVR_UViG_2563366931_000003|2563366931|2563397389|24168-64011 12762:26765(+)

LPS (VF0124) (CDS_0025)
short tail fiber protein (CDS_0022) 23 24 26
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IMGVR_UViG_2563366925_000006|2563366925|2563397026|2-40034 12762:26954(+)

tail fiber assembly (CDS_0023)
LPS (VF0124) (CDS_0025)
short tail fiber protein (CDS_0022) 24 _GtrA-like O-antigen conversion (CDS_0026)
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uvig 540357 12684:25329(+)

tail fiber assembly protein (CDS_0024)
tail fiber assembly protem (CDS_0023)
virion structural proteln (CDS_0025)
DNA invertase (CDS_0026)
short tail fiber protein (CDS.0022) | | | T 27 28 29 excisionase (CDS_0031) 3536

DT ESR@EChH-@ T —)— S —E (- EEE -

TemPhD_cluster_36465 12685:28520(+)

tail fiber assemblmtein (CDS_0023)
virion structural protein (CDS_0025)
short tail fiber protein (CDS_0022) | 24 [ 26 27 28 29
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TemPhD_cluster_49881 12685:28528(+)

tail fiber assembly protein (CDS_0023)
virion structural protein (CDS_0025)
DNA invertase (CDS_0026)
short tail fiber protein (CDS_0022) | 24 | | 27 28 29 30
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TemPhD_cluster_41543 12685:30330(+)

tail fiber assembly protein (CDS_0023)
tail fiber assemy protein (CDS_0024)
virion structural protein (CDS_0025)
short tail fiber protein (CDS_0022) | | [ 2627 28 29
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MGV-GENOME-0288264 12685:27649(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0029)
short tail fiber protein (CDS_0023) 24 25 26 27 28 30
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TemPhD_cluster 42220 13211:28892(+)

short tail fiber protein (CDS_0023) 24 25
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IMGVR_UViG_2671181134_000016|2671181134|2671320852|15416-55635 13211:28731(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0029)

tail fiber assembly protein (CDS_ 0025)
tail fiber protein (CDS_0023) 24

L
TemPhD_cluster_36510_ 13211:28894(+)
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DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation
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