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CDS_0041 NLR_like_bNACHTO1_ NLR_like_bNACHTO1 (CDS_0042)

IMGVR_UViG_2734482773_000006|2734482773|2734684420|55-42942 28623:38054(+)

Rst_Hydrolase-Tm__Hydrolase (CDS_0042)
CDS_0034 FS_HsdR_like_ DUF6731 (CDS_0035) CDS_0041 CDS_0043

IMGVR_UViG_2541047878_000003|2541047878|2541176338|171551-214734 26073:36354(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0068)
60 61  Cl-like repressor (CDS_0062) 67 69 70 71
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multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0044)
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CDS 0046 CDS_0047CDS 0048

TemPhD_cluster 35015 36013:43713(+)
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multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0043)
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CDS_0044 | cDs.0046
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IMGVR_UViG_2537561936_000015|2537561936|2537610293|24378-70000 31202:40488(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0034)
CDS_0036
CDS_0035 ‘| cDs.0037
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multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0042)
CDS_0044
CDS_0043 | cDs.0045
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IMGVR_UVE2541047871_000003|2541047871\ 2541176116|15542-60057 29450:38729(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0039)
CDS_0041
CDS_0040 T CDS_0042
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IMGVR_UVIG_2778261452_000006|2778261452|2778311326|13578-55531 27991:37134(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0032)
CDS_0034
CDS_0033 | cDs_0035
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multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0039)
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|MGVR?U\/E25318396667000032|2531839666\2531928805|155614-199137 28235:38691(+)
multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0044) BstA_ BstA (CDS_0047)
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multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0043) BstA_ BstA (CDS_0046)
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multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0043) BstA_ BstA (CDS_0046)
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multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0045)
44 6 47 BstA_BstA (CDS_0048)
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multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0041)
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multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0044)
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multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0045)
CDS_0046 CDS_0047CDS_0048
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TemPhD_cluster 35159 33745:42832(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0050)
48 49 51 52 53

— — —
IMGVR_UViG_2588253749_000002|2588253749|2588271646|122823-172804 34749:45164(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0042)
CDS_0043 CDS_0044
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multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0046)
47 48 49  BstA_BstA (CDS_0050)
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multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0034) BstA_ BstA (CDS_0037)

CDS_0035 CDS_0036
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uvig_504230 18530:27959(+)
multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0045) BstA_ BstA (CDS_0048)
CDS_0046 CDS_0047
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TemPhD_cluster 40184 33865:43328(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0048)
CDS_0050
CDS_0049 CDS_0051
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TemPhD_cluster 47231 35498:44608(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0039)
CDS_0040 CDS_0041 CDS_0042

|
|
4

IMGVR_UVE2703718859_000022|27037 18859|2703744737|13832-56197 27794:37532(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0039)
CDS_0040 CDS_0041 CDS_0042
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|MGVR?UVE27117680637000003|2711768063\2711779218| 156725-200454 29175:38912(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0034)
CDS_0035 CDS_0036 CDS_0037
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multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0043)
CDS_0044 CDS_0045 CDS_0046
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IMGVR_UViG_2531839665_000024|2531839665|2531928711|977916-1026168 31389:39427(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0040)
CDS_0041 CDS_0042 CDS_0043 CDS_0048
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IMGVR_UVIG_2711768046_000004|2711768046|2711777578|1-42808 29131:37671(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0042)
CDS_0043 CDS_0044 CDS_0045
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IMGVR_UViG_2713896792_000003|2713896792|2713908806|36627-81563 32099:40117(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0039)
CDS_0040 CDS_0041 CDS_0042 CDS_0047
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uvig_113734 26372:37397(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0042)
CDS_0044
CDS_0043 | cDs_ 0045
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IMGVR_UViG_643348551_000004|643348551(643348563|608332-653266 32567:40098(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0041)
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IMGVR_UVIG_647533159_000002|647533159(647536556|396532-439501 31153:38134(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0048)
CDS_004 CDS_0049 esterase (CDS_0050)
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TemPhD_cluster_18330 34772:43845(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0044)
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IMGVR_UVEQSZ‘?Z‘?SO&?_OOOOZS|2529293069\2529395359|37362—79906 29802:37525(+)

Ren-like exclusion protein (CDS_0040)
CDS_0041 esterase (CDS_0042)
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| MGVR_UVE2541047963_000003|2541047963\ 2541180428|122125-164133 28098:37171(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0046)
Membrane-anchored ion channel, Abi component (CDS_0038)
Intracellular sensor of Lambda phage, Abi component (CDS_0039)  CDS_004 CDS_0047

— — — —
IMGVR_UViG_2660237933_000004|2660237933|2660240310|1-40475 25366:35167(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0059)
Ren-like exclusion protein (CDS_0058)
‘ CDS_0060 CDS_0061
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IMGVR_UViG_26094598—60_OOOOOS|260945 9860[2609504448|25161-80809 40651:50061(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0044)
CDS_0045 esterase (CDS_0046)

\MGVR_UViG_ZS19899604_000001|_2519899604\2519932388| 140085-184364 28400:39176(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0047)
CDS_004 CDS_0048
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TemPhD_cluster_25736 27871:36383(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0050)
CDS_0051 esterase (CDS_0052)
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TemPhD_cluster_59371 34669:42648(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0049)
CDS_0042 CDS_004 CDS_0050 esterase (CDS_0051)
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TemPhD_cluster_39887_ 34065:44%9&)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0047)
CDS_004 CDS_0048 esterase (CDS_0049)

IMGVR_UViG_2909278081_000001|2909278081|2909278081|3676920-3727347 35087:46635(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0060)
59 61 62 6
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IMGVR_UViG_2778261542_000001|2778261542|2778321651|218322-273235 37866:49613(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0063)
Kil protein for bacterial septation inhibition (CDS_0054) 60 61 62 64 65 6
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IMGVR_UViG_2721755643_000007|2721755643]2721801174(3322179-3379455 39789:51118(+)

multidrug efflux SMR transporter EmrE (NF042984.1) (CDS_0042) BstA_BstA (CDS_0045)
CDS_0043 CDS_0044
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TemPhD_cluster_14525 33759:43927(+)
multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0046)

CDS_0047 CDS_0048 CDS_0049
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TemPhD_cluster 27029 31213:41656(+)
CDS 0053 CDS_0060

mVR,UViG,ZSGSSé(yS19,00000_342563366819\2563391605|50554-106285 39697:50442(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0044)
CDS_0046
CDS_0045 CDS_0047 CDS_0049 CDS_0050
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IMGVR_UViG_2718218397_000005|2718218397|2718229155|3509640-3557527 32699:44342(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0044)

CDS_0045 CDS_0046 CDS_0047
IMGVR_UViG_2861079508_000006|2861079508|2861079508|3515057-3561207 28801:41014(+)
multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0040)
CDS_0041 CDS_0042 CDS_0043
¢—C K OO S (- Pbh{O
IMGVR _UViG_2579778804_000008|2579778804|2579817706|38262-82205 27717:39125(+)
multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0038)
Ren-like exclusion protein (CDS_0037)
T CDS_0039
ad—C K OO — P
uvig 419374 19792:31060(+)
multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0057)
56 58 59 60
ad——C K TR — -
IMGVR _UViG_2724679138 000001(2724679138|2724712180|38934-90921 35165:46685(+)
multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0040)
39 41 42 43
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IMGVR_UViG_2721755657_000004|2721755657|2721801207|3432212-3475729 26696:38685(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0045)
44 46 47 48
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TemPhD_cluster 31612 31341:42946(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0044)
replication initiation O-like (CDS_0041) 45 46 47

N
oo}
N
)

IMGVR_UViG_2534681701_000013|2534681701|2534698675[40154-89689 29350:42008(+)
multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0065)

Tia/Hek (VF1109) (CDS_0062)
61 63 64 66 67 68 69
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\MGVR_UViG_2721755676_0(%07&721755676\2721801241|3329070*3389711 40270:54357(+)

multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0050)
Ren-like exclusion protein (CDS_0049)
\ CDS_0051 CDS_0055
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TemPhD_cluster_ 29945 30209:37138(+)
multidrug efflux SMR transporter EmrE (NFO42984.1) (CDS_0050)

RecT-like ssDNA annealing protein (CDS_0039) replication initiation O-like (CDS_0047)
replication initiation O-like (CDS_0046) \ CDS_0051 esterase (CDS_0052)
CEEE—C K DD — e D
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TemPhD_cluster_31482 31900:43390(+)

DNA binding protein (CDS_0051)
replication initiation O-like (CDS_0048) | CDS_0052
replication initiation O-like (CDS_0047) | cDs_0053

TemPhD_cluster_29033 35640:41461(+)

replication initiation O-like (CDS_0044)  CDS_0049
DNA binding protein (CDS_0048) | CDS_0050
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IMGVR_UViG_2547132255_000004|2547132255|2547204462|47726-92330 31862:37776(+)

DNA binding protein (CDS_0057)
CDS_0058
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IMGVR_UViG_2541047912_000003|2541047912|2541178028|214632-267589 40212:46128(+)

DNA binding protein (CDS_0044)
CDS_0045
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IMGVR_UViG_2534681760_000006|2534681760]2534717055|534625-580253 34407:40793(+)

CDS_0044
DNA binding protein (CDS_0043) | CDS_0045

IMGVR_UViG_2648501336_000004|2648501336|2648522440(410582-453232 29905:35821(+)

CDS_0044
DNA binding protein (CDS_0043) | CDS_0045

IMGVR_UVIG_648276667_000004|648276667]648300003|65035-107777 29997:35913(+)

Ren-like exclusion protein (CDS_0045)
DNA binding protein (CDS_0046)
CDS_0038CDS_0039 CDS_0047

I I
IMGVR_UVIG_2563366826_000001|2563366826]2563392003|24091-70828 31196:41048(+)

AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0047)
flagellar protein (CDS_0046)
CDS_0045 CDS_0048
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IMGVR_UViG_2636416110_000004(2636416110|2636579913[1-39077 28160:35026(+)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0041)

flagellar protein (CDS_0040) CDS_0042

IMGVR7U\/E27037188 13.000009|2703718813|2703740597|12494-54959 29221:37649(+)

NLR_like_bNACHTO1_NLR_like_bNACHTO1 (CDS_0048)
47 49 50 51 52
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TemPhD_cluster_31417 34680:44068(+)
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