
IMGVR_UViG_2721755643_000007|2721755643|2721801174|3322179-3379455 37686:44312(+)

CDS_0048
CDS_0049

CDS_0050
exonuclease (CDS_0051)

RecT-like ssDNA annealing protein (CDS_0052)
Gam anti-RecBCD (APIS092) (CDS_0053)

Kil protein for bacterial septation inhibition (CDS_0054)

CI-like repressor (CDS_0055)

transcriptional repressor (CDS_0056)
CII-like transcriptional activator (CDS_0057)

replication initiation O-like (CDS_0058)
CDS_0059

TemPhD_cluster_27029 29110:36033(+)

Kil protein for bacterial septation inhibition (CDS_0039)

CI-like repressor (CDS_0040)
transcriptional repressor (CDS_0041)

CDS_0045

TemPhD_cluster_59611 28603:35834(+)

CDS_0029 Kil protein for bacterial septation inhibition (CDS_0036)

TemPhD_cluster_27004 30289:37529(+)

CDS_0031 Kil protein for bacterial septation inhibition (CDS_0037)

TemPhD_cluster_59408 29034:36752(+)

Kil protein for bacterial septation inhibition (CDS_0036)

CDS_0037
CDS_0038

TemPhD_cluster_25437 28375:35645(+)

CDS_0033 Kil protein for bacterial septation inhibition (CDS_0041)

TemPhD_cluster_39862_ 29394:39179(+)

CDS_0031
CDS_0032

CDS_0033 CDS_0034 Kil protein for bacterial septation inhibition (CDS_0039)

IMGVR_UViG_2565956718_000006|2565956718|2565986303|199451-245553 28749:35192(+)

Kil protein for bacterial septation inhibition (CDS_0036)

TemPhD_cluster_14526 30703:38580(+)

CDS_0029
Dnd__DndB (CDS_0030)

Kil protein for bacterial septation inhibition (CDS_0035)

CDS_0036 transcriptional repressor (CDS_0037)

TemPhD_cluster_40368 29478:35646(+)

exonuclease (CDS_0039)
CDS_0040 Kil protein for bacterial septation inhibition (CDS_0043)

TemPhD_cluster_35015 30810:39327(+)

Kil protein for bacterial septation inhibition (CDS_0038)
CDS_0039 CDS_0040 transcriptional repressor (CDS_0042)

TemPhD_cluster_31417 30334:38027(+)

exonuclease (CDS_0035)
CDS_0036

Kil protein for bacterial septation inhibition (CDS_0039)

CDS_0040
CDS_0041

TemPhD_cluster_24188 29992:37689(+)

Kil protein for bacterial septation inhibition (CDS_0038)

CDS_0039
CDS_0040

TemPhD_cluster_40261 28581:36574(+)

Kil protein for bacterial septation inhibition (CDS_0037)

CDS_0038
CDS_0039

IMGVR_UViG_2718218361_000005|2718218361|2718229079|3366394-3412906 26602:34036(+)

queuine tRNA-ribosyltransferase (CDS_0030)
CDS_0035

TemPhD_cluster_39887_ 32046:38993(+)

Kil protein for bacterial septation inhibition (CDS_0041)
CDS_0042

TemPhD_cluster_39896_ 31583:38918(+)

MMB_gp29_gp30__gp29 (CDS_0039)

IMGVR_UViG_2861079508_000006|2861079508|2861079508|3515057-3561207 26782:34922(+)

CDS_0037
CI-like repressor (CDS_0038)

CDS_0039

ivig_4532 15228:23368(+)

CDS_0027

TemPhD_cluster_31612 29322:37162(+)

CDS_0038

IMGVR_UViG_2721755657_000004|2721755657|2721801207|3432212-3475729 25049:32890(+)

CDS_0033
CI-like repressor (CDS_0034)

CDS_0035

IMGVR_UViG_2698536610_000002|2698536610|2698576468|99216-157144 42030:48542(+)

CDS_0057

TemPhD_cluster_48129 30296:37101(+)

CDS_0036

IMGVR_UViG_2534681701_000013|2534681701|2534698675|40154-89689 27332:34580(+)

CDS_0037 replication initiation O-like (CDS_0041)

TemPhD_cluster_35159 29498:37403(+)

CDS_0037 CDS_0038

IMGVR_UViG_2711768046_000004|2711768046|2711777578|1-42808 23823:31683(+)

CDS_0032 CDS_0033
CI-like repressor (CDS_0034)

CDS_0035

IMGVR_UViG_2740892042_000003|2740892042|2740906191|65106-126921 40941:48449(+)

CDS_0060 CDS_0061

IMGVR_UViG_2802429223_000001|2802429223|2802449665|222846-269298 25554:33062(+)

CDS_0036
CDS_0037

CI-like repressor (CDS_0038)

CDS_0039

IMGVR_UViG_2576861092_000007|2576861092|2576868594|25118-66682 23913:31490(+)

CDS_0033
CDS_0034

CDS_0035 transcriptional repressor (CDS_0036)

uvig_329002 18157:25995(+)

CDS_0029 CDS_0030

TemPhD_cluster_56994 39886:47312(+)

Membrane-anchored ion channel, Abi component (CDS_0056)
Intracellular sensor of Lambda phage, Abi component (CDS_0057)

IMGVR_UViG_2671181085_000007|2671181085|2671315180|207762-251009 27241:33864(+)

CDS_0033

uvig_113734 23056:30018(+)

CDS_0032

ivig_2628 18605:25567(+)

CDS_0030 replication initiation O-like (CDS_0034)
replication initiation O-like (CDS_0035)

TemPhD_cluster_18330 30569:38119(+)

CDS_0040 CDS_0041

IMGVR_UViG_646564533_000006|646564533|646564564|697281-740845 24802:32651(+)

CDS_0032 CDS_0033

uvig_504230 14953:22143(+)

CDS_0026
CDS_0027

uvig_56255 14942:22165(+)

CDS_0026
CDS_0027

IMGVR_UViG_2534682162_000010|2534682162|2534791211|40348-83517 25054:32276(+)

CDS_0033 CDS_0034

IMGVR_UViG_2703719349_000007|2703719349|2703782603|39279-83060 25001:31925(+)

CDS_0033
CDS_0034

TemPhD_cluster_39990_ 30025:38068(+)

CDS_0038 CDS_0039

TemPhD_cluster_59595 30348:38415(+)

CDS_0039 CDS_0040

TemPhD_cluster_26883 31393:38290(+)

CDS_0040 CDS_0041

IMGVR_UViG_2778261229_000001|2778261229|2778292344|102370-149055 27058:34760(+)

CDS_0036 FS_HsdR_like__DUF6731 (CDS_0037)

TemPhD_cluster_49801 25827:34125(+)

CDS_0040 CDS_0041 CDS_0042 transcriptional repressor (CDS_0043)

IMGVR_UViG_2711768060_000009|2711768060|2711779037|156217-199382 25434:32692(+)

CDS_0033

IMGVR_UViG_2718218397_000005|2718218397|2718229155|3509640-3557527 28272:36312(+)

CDS_0035
PD-T4-6__PD-T4-6 (CDS_0036)

RuvC-like Holliday junction resolvase (CDS_0037)

IMGVR_UViG_2541047848_000002|2541047848|2541174998|211681-255614 25148:32967(+)

CDS_0035
PD-T4-6__PD-T4-6 (CDS_0036)

RuvC-like Holliday junction resolvase (CDS_0037)

IMGVR_UViG_2939521961_000002|2939521961|2939521961|841694-888817 27654:35891(+)

RecT-like ssDNA annealing protein (CDS_0034)
CDS_0035

CDS_0036 CDS_0037 CDS_0040
CDS_0041

IMGVR_UViG_2711768053_000019|2711768053|2711778347|39329-94470 37146:48136(+)

DNA methyltransferase (CDS_0048)

Kil protein for bacterial septation inhibition (CDS_0053)

CDS_0054
CDS_0055

CDS_0061 CDS_0062

TemPhD_cluster_47923 30290:40873(+)

Kil protein for bacterial septation inhibition (CDS_0038)

IMGVR_UViG_2563366819_000003|2563366819|2563391605|50554-106285 38074:49493(+)

CDS_0053 Kil protein for bacterial septation inhibition (CDS_0054) CDS_0060

uvig_90677 25541:38925(+)

CDS_0034
FS_HsdR_like__DUF6731 (CDS_0035)

CDS_0036 esterase (CDS_0042)

IMGVR_UViG_2660237933_000004|2660237933|2660240310|1-40475 23370:34388(+)

Membrane-anchored ion channel, Abi component (CDS_0038)
Intracellular sensor of Lambda phage, Abi component (CDS_0039)

CI-like repressor (CDS_0040)
transcriptional repressor (CDS_0041)

multidrug efflux SMR transporter EmrE (NF042984.1) (CDS_0046)

CDS_0047 CDS_0049

TemPhD_cluster_5807 30239:42147(+)

Membrane-anchored ion channel, Abi component (CDS_0036)
Intracellular sensor of Lambda phage, Abi component (CDS_0037)

CDS_0038
transcriptional repressor (CDS_0039)

Septu__PtuB_2 (CDS_0043) Septu__PtuA (CDS_0044)

TemPhD_cluster_49927 23389:33574(+)

CDS_0037
CDS_0038

CDS_0039 transcriptional repressor (CDS_0040) CDS_0045

TemPhD_cluster_23705_ 23568:34298(+)

CDS_0036 CDS_0037
CI-like repressor (CDS_0038)

transcriptional repressor (CDS_0039)

TemPhD_cluster_59371 29308:41699(+)

CDS_0042
serine-threonine kinase (CDS_0043)

CDS_0044 transcriptional repressor (CDS_0045) esterase (CDS_0052)

IMGVR_UViG_2778261538_000001|2778261538|2778321228|102286-146163 24087:36454(+)

CDS_0034
serine-threonine kinase (CDS_0035)

CI-like repressor (CDS_0036)

transcriptional repressor (CDS_0037)

IMGVR_UViG_2519899604_000001|2519899604|2519932388|140085-184364 26405:38227(+)

MMB_gp29_gp30__gp29 (CDS_0037)
CI-like repressor (CDS_0038)

transcriptional repressor (CDS_0039)

IMGVR_UViG_2563366881_000004|2563366881|2563394916|103981-148032 26177:37999(+)

MMB_gp29_gp30__gp29 (CDS_0036)
CDS_0037 transcriptional repressor (CDS_0038)

IMGVR_UViG_2541047912_000003|2541047912|2541178028|214632-267589 34895:45179(+)

CDS_0049 CDS_0050 CDS_0051 transcriptional repressor (CDS_0052)
DNA binding protein (CDS_0057)

CDS_0058

IMGVR_UViG_2534681978_000027|2534681978|2534769861|119751-164737 27583:38333(+)

replication initiation O-like (CDS_0037)
replication initiation O-like (CDS_0038)

CDS_0042 CDS_0043 CDS_0046

IMGVR_UViG_2537562223_000006|2537562223|2537635948|69296-115865 29505:39446(+)

CDS_0036
CDS_0037

transcriptional repressor (CDS_0038)

CDS_0042 CDS_0043 CDS_0044

TemPhD_cluster_20239 32135:42335(+)

CDS_0036
CDS_0037

CDS_0038 transcriptional repressor (CDS_0039)

IMGVR_UViG_2740892024_000003|2740892024|2740904591|261029-306345 23825:37708(+)

CDS_0035 CDS_0036
CI-like repressor (CDS_0037)

transcriptional repressor (CDS_0038)

replication initiation O-like (CDS_0040)
replication initiation O-like (CDS_0041)

IMGVR_UViG_2684623101_000003|2684623101|2684693172|2837985-2883415 23916:37822(+)

CDS_0035 CDS_0036
CI-like repressor (CDS_0037)

transcriptional repressor (CDS_0038)

TemPhD_cluster_58781 28400:42374(+)

CDS_0040 CDS_0041 CDS_0042 transcriptional repressor (CDS_0043) CDS_0047 CDS_0048

uvig_58470 18177:29432(+)

CDS_0031 CDS_0032
CI-like repressor (CDS_0033)

transcriptional repressor (CDS_0034)

CDS_0038 CDS_0039 CDS_0040
CDS_0041

IMGVR_UViG_2778261361_000001|2778261361|2778303624|27813-72160 27189:36728(+)

MMB_gp29_gp30__gp29 (CDS_0035)
CDS_0036

transcriptional repressor (CDS_0037)
CDS_0041

CDS_0042

TemPhD_cluster_19774 23802:36445(+)

CDS_0038 CDS_0039 CDS_0040
transcriptional repressor (CDS_0041)

PD-Lambda-1__PD-Lambda-1 (CDS_0046)

TemPhD_cluster_48374 29822:38267(+)

CDS_0037
CI-like repressor (CDS_0038)

transcriptional repressor (CDS_0039)

CDS_0043
CDS_0044

CDS_0045
CDS_0046

TemPhD_cluster_42800 23802:33130(+)

CDS_0038 CDS_0039
CI-like repressor (CDS_0040)

transcriptional repressor (CDS_0041)

IMGVR_UViG_2541047715_000005|2541047715|2541169168|129174-172558 27015:36333(+)

CDS_0047 FS_HsdR_like__DUF6731 (CDS_0048)

TemPhD_cluster_59630 29818:39787(+)

38 43
FS_HsdR_like__DUF6731 (CDS_0044)

45 46 transcriptional repressor (CDS_0047)

IMGVR_UViG_2690316062_000001|2690316062|2690336403 24981:32778(+)

CDS_0040
RosmerTA__RmrA_2634932349 (CDS_0041)

CI-like repressor (CDS_0042)

transcriptional repressor (CDS_0043)

IMGVR_UViG_2534681760_000006|2534681760|2534717055|534625-580253 28864:39375(+)

CDS_0036

RosmerTA__RmrA_2634932349 (CDS_0037)
CI-like repressor (CDS_0038)

CDS_0039

IMGVR_UViG_3300028456_000009|3300028456|Ga0307244_110|2299-43873 25169:35523(+)

CDS_0033
RosmerTA__RmrA_2634932349 (CDS_0034)

CI-like repressor (CDS_0035)

transcriptional repressor (CDS_0036)

IMGVR_UViG_2636416110_000004|2636416110|2636579913|1-39077 22838:34077(+)

37 38 39
CI-like repressor (CDS_0040)

41 flagellar protein (CDS_0046)
AAA domain, putative AbiEii toxin, Type IV TA system (CDS_0047)

48

IMGVR_UViG_2687453442_000006|2687453442|2687454072|3318151-3367161 30234:41170(+)

CDS_0037 CDS_0038 CDS_0039CDS_0040

IMGVR_UViG_2563366912_000002|2563366912|2563396422|326022-372426 29111:40324(+)

36
PD-T4-6__PD-T4-6 (CDS_0037)

RuvC-like Holliday junction resolvase (CDS_0038)
CI-like repressor (CDS_0039)

40

TemPhD_cluster_15635 29621:40717(+)

MqsRAC__mqsC (CDS_0036) 37
MqsRAC__mqsR (CDS_0038)

39 40

uvig_165158 19280:29236(+)

CDS_0032
CDS_0033

CI-like repressor (CDS_0034)

transcriptional repressor (CDS_0035)

TemPhD_cluster_29945 24792:35674(+)

MqsRAC__mqsC (CDS_0041) 42

MqsRAC__mqsR (CDS_0043)
CI-like repressor (CDS_0044)

transcriptional repressor (CDS_0045) 51

uvig_419374 18145:29595(+)

CDS_0031
CI-like repressor (CDS_0032)

transcriptional repressor (CDS_0033)

TemPhD_cluster_27620 25722:35850(+)

CDS_0040
CDS_0041

CI-like repressor (CDS_0042)

transcriptional repressor (CDS_0043)

TemPhD_cluster_61670 22776:33160(+)

CDS_0038
CDS_0039

CDS_0040CDS_0041

IMGVR_UViG_2541047878_000003|2541047878|2541176338|171551-214734 24078:35575(+)

CDS_0034
FS_HsdR_like__DUF6731 (CDS_0035)

CDS_0036CDS_0037 CDS_0041
Rst_Hydrolase-Tm__Hydrolase (CDS_0042)

CDS_0043

TemPhD_cluster_59101 29826:43075(+)

CDS_0040
CDS_0041

CDS_0042CDS_0043 Invasin B/Ifp (VF0574) (CDS_0047)

IMGVR_UViG_2734482773_000006|2734482773|2734684420|55-42942 26604:36806(+)

CDS_0034
CDS_0035

CDS_0036CDS_0037 NLR_like_bNACHT01__NLR_like_bNACHT01 (CDS_0042)

IMGVR_UViG_2529293141_000012|2529293141|2529404631|72960-119598 30759:40397(+)

CDS_0039
CDS_0040

CI-like repressor (CDS_0041)

CDS_0042 CDS_0046

IMGVR_UViG_2568526473_000002|2568526473|2568573559|226942-266947 22582:35449(+)

CDS_0037
CDS_0038

CI-like repressor (CDS_0039)

CDS_0040

IMGVR_UViG_2537561603_000004|2537561603|2537573930|1306720-1360354 34818:47848(+)

CDS_0051 CDS_0052

IMGVR_UViG_2690316195_000004|2690316195|2690355695|38093-81127 26263:36962(+)

CDS_0035 CDS_0036
CI-like repressor (CDS_0037)

CDS_0038 CDS_0044

IMGVR_UViG_2778261314_000003|2778261314|2778298620|21606-64736 26165:37047(+)

CDS_0034 CDS_0035
CI-like repressor (CDS_0036)

CDS_0037

TemPhD_cluster_60131 29477:39306(+)

CDS_0039
CDS_0040CDS_0041

SAMN09781732_a1_ct66089_vs1 24934:36024(+)

CDS_0039
CI-like repressor (CDS_0040)

transcriptional repressor (CDS_0041) CDS_0047

uvig_587169 16393:28239(+)

baseplate wedge subunit (CDS_0022)
short tail fiber protein (CDS_0023) CDS_0028

CI-like repressor (CDS_0029)
transcriptional repressor (CDS_0030)

TemPhD_cluster_58688 32674:44621(+)

MMB_gp29_gp30__gp29 (CDS_0043)
CDS_0044CDS_0045 CDS_0050 CDS_0052

IMGVR_UViG_2563366798_000003|2563366798|2563390645|109606-161018 30606:42554(+)

MMB_gp29_gp30__gp29 (CDS_0043)
CI-like repressor (CDS_0044)

CDS_0045

IMGVR_UViG_2563366856_000001|2563366856|2563393762|7060-50404 25310:37109(+)

CDS_0033
CDS_0034

CDS_0035CDS_0036

TemPhD_cluster_59109 30687:42622(+)

CDS_0039 CDS_0040CDS_0041

TemPhD_cluster_47997 28419:40211(+)

CDS_0034 CDS_0035
CI-like repressor (CDS_0036)

transcriptional repressor (CDS_0037)

IMGVR_UViG_2721755645_000002|2721755645|2721801181|2817007-2859748 24768:34963(+)

CDS_0035
CDS_0036

CI-like repressor (CDS_0037)

CDS_0038
CDS_0044

CDS_0045

IMGVR_UViG_2648501336_000004|2648501336|2648522440|410582-453232 24677:34872(+)

CDS_0035
CDS_0036

CI-like repressor (CDS_0037)

CDS_0038

IMGVR_UViG_648276667_000004|648276667|648300003|65035-107777 24768:34964(+)

CDS_0035
CDS_0036

CDS_0037CDS_0038

TemPhD_cluster_19654 29440:40607(+)

RecT-like ssDNA annealing protein (CDS_0039)
CDS_0042

CDS_0043
CDS_0044CDS_0045

IMGVR_UViG_2563366826_000001|2563366826|2563392003|24091-70828 29200:39800(+)

CDS_0038 CDS_0039
CI-like repressor (CDS_0040)

CDS_0041

IMGVR_UViG_2718218168_000007|2718218168|2718228723|3756367-3796750 24513:31647(+)

CDS_0039 CDS_0040CDS_0041

IMGVR_UViG_2579778804_000008|2579778804|2579817706|38262-82205 25719:33033(+)

MMB_gp29_gp30__gp29 (CDS_0033)
CI-like repressor (CDS_0034)

CDS_0035

MGV-GENOME-0234371 18837:26557(+)

CDS_0033 CDS_0034
CI-like repressor (CDS_0035)

transcriptional repressor (CDS_0036)

TemPhD_cluster_15618 32266:39132(+)

CDS_0039
CDS_0040

CDS_0041CDS_0042

IMGVR_UViG_643348551_000004|643348551|643348563|608332-653266 27953:35119(+)

CDS_0034
CDS_0035

CDS_0036CDS_0037

IMGVR_UViG_647533159_000002|647533159|647536556|396532-439501 25362:33154(+)

33 34
CI-like repressor (CDS_0035)

36 CII-like transcriptional activator (CDS_0037)

IMGVR_UViG_2778261136_000009|2778261136|2778282978|9382-57090 30363:38393(+)

39

serine-threonine kinase (CDS_0040)

41

RuvC-like Holliday junction resolvase (CDS_0042)

CI-like repressor (CDS_0043)
44

TemPhD_cluster_6246 31792:44568(+)

CDS_0041
CDS_0042

CDS_0043CDS_0044

IMGVR_UViG_651053021_000002|651053021|651053125|1173160-1217567 24161:36629(+)

CDS_0036

FS_HsdR_like__DUF6731 (CDS_0037)
CI-like repressor (CDS_0038)

CDS_0039

IMGVR_UViG_2713896792_000003|2713896792|2713908806|36627-81563 26165:38699(+)

34 35 36 37 tail length tape measure protein (CDS_0038) 44 45

IMGVR_UViG_2671180896_000005|2671180896|2671290504|8815-47587 21807:30519(+)

CDS_0035
serine-threonine kinase (CDS_0036)

CI-like repressor (CDS_0037)

transcriptional repressor (CDS_0038)

TemPhD_cluster_29033 30412:38088(+)

CDS_0042
CDS_0043

CI-like repressor (CDS_0044)

transcriptional repressor (CDS_0045)

IMGVR_UViG_2547132255_000004|2547132255|2547204462|47726-92330 24676:34404(+)

CDS_0034 CDS_0035 CDS_0039
CDS_0040

CI-like repressor (CDS_0041)

CDS_0042replication initiation O-like (CDS_0044)

TemPhD_cluster_31482 30076:38459(+)

CDS_0038
MMB_gp29_gp30__gp29 (CDS_0042)

CI-like repressor (CDS_0043)

transcriptional repressor (CDS_0044)

replication initiation O-like (CDS_0046)

TemPhD_cluster_47292_ 30271:38626(+)

Kil protein for bacterial septation inhibition (CDS_0038)

CDS_0039 CDS_0040
CII-like transcriptional activator (CDS_0043)

CII-like transcriptional activator (CDS_0044)

IMGVR_UViG_2534682287_000005|2534682287|2534812992|287413-331950 27293:37758(+)

Kil protein for bacterial septation inhibition (CDS_0034)

CIII anti-termination (CDS_0035)
unknown function (CDS_0036)

Ral anti-RM (APIS009) (CDS_0037)
SieB superinfection exclusion (CDS_0038)

39 40 41 42
Retron_VI__HTH (CDS_0043)

CII-like transcriptional activator (CDS_0044)

IMGVR_UViG_2565956709_000003|2565956709|2565985741|133225-177621 27293:37617(+)

Kil protein for bacterial septation inhibition (CDS_0033)

CIII anti-termination (CDS_0034)

unknown function (CDS_0035)
superinfection exclusion (CDS_0036)

anti-termination protein N-like (CDS_0037)

38

transcriptional regulator (CDS_0039)

40

5000 nt
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