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>

— N
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transcriptional repressor (CDS_0034)
Cl-like repressor (CDS_0033) CDS_0041
CDS_0031 CDS_0032 | CDS_0038 CDS_0039 CDS_0040

uvig 58470 18177:29432(+)

transcriptional repressor (CDS_0037)

MMB_gp29_gp30__gp29 (CDS_0035) CDS_0041
CDS_0036 T CDS_0042
T —CC K 0 >—0

IMGVR_UViG_277826 1?1_000001&778261361\ 2778303624|27313*72 160 27189:36728(+)

transcriptional repressor (CDS_0041)
CDS_0038 CDS_0039 CDS_004OT PD-Lambda-1_ PD-Lambda-1 (CDS_0046)
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transcriptional repressor (CDS_0044)
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Kil protein for bacterial septation inhibition (CDS_0038)
ClI-like transcriptional activator (CDS_0043)
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Kil protein for bacterial septation inhibition (CDS_0034)
SieB superinfection exclusion (CDS_0038)
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Kil protein for bacterial septation inhibition (CDS_0033)
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ClIII anti-termination (CDS_0034) F’Enscriptional regulator (CDS_0039)
suErinfection exclusion (CDS_0036)
unknown function (CDS_0035)| 38 40

— — —
IMGVR_UViG_2565956709_000003|2565956709|2565985741|133225-177621 27293:37617(+)

5000 nt 1

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function Defence Virulence Anti-defence
|

AMR

I




