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excisionase and transcriptional regulator (CDS_0026)
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queuine tRNA-ribosyltransferase (CDS_0031)
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28
23 24 25 26 277 29 30 DNA methyltransferase (CDS_0031)
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TemPhD_cluster_32341 19805:32443(+)

UmuD-like protein (CDS_0025) DNA methyltransferase (CDS_0034)
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Protein of unknown function (Retron_VII_2_ DUF3800) (CDS_0028)
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DNA methyltransferase (CDS_0033)
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Protein of unknown function (Retron_VII_2_ DUF3800) (CDS_0025)
DNA methyltransferase (CDS_0031)
29 deoxynucleoside monophosphate kinase (CDS_0039)
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IMGVR_UVIG_2897196942_000001|2897196942|2897196942|1179425-1221460 17556:33017(+)

6000 nt 1

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function Defence
— I



