transcriptional regulator (CDS_0055)

zinc containing alcohol dehydrogenase superfamily (CDS_0042) transcriptional repressor (CDSTOOSZ)
DEDBh_I_II_III_IV_V_VI_l (CDS_0044) Retron_VI_HTH (CDS_0053)
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zinc containing alcohol dehydrogenase superfamily (CDS_0025)
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uvig 213842 16698:27229(+)

zinc containing alcohol dehydrogenase superfamily (CDS_0025)
DEDDhR_I_II_III_IV_V_VI_1 (CDS_0027) structural protein with Ig domain (CDS_0033)
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uvig 235123 16441:33797(+)

zinc containing alcohol dehydrogenase superfamily (CDS_0025)
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SAMEA2737843_a1_ct52910_vs1 16441:28803(+)

amidase (CDS_0033) zinc containing alcohol dehydrogenase superfamily (CDS_0041)
34 36 40 42 43 44 45 structural protein with Ig domain (CDS_0046)
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zinc containing alcohol dehydrogenase superfamily (CDS_0027)
Retron_VI_HTH (CDS_0025)
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uvig 380589 16286:26665(+)

structural protein with Ig domain (CDS_0025)
CDS_0024 CDS_0027 CDS_0028 replication initiation protein (CDS_0033)

uvig 408519 16964:26181(+)
structural protein with Ig domain (CDS_0036)

Retron_VI_HTH (CDS_0034)
| cps_0035

uvig 409710 22539:31567(+)

zinc containing alcohol dehydrogenase superfamily (CDS_0025)
24 26 27 28 29

uvig 454278 16591:27154(+)
CDS_0040 CDS_0041 CDS_0047

IMGVR_UViG_3300029241_000080|3300029241|Ga0167490_100658 23169:31761(+)

CDS_0025
CDS_0024CDS_0026

uvig_191006 16795:24684(+)
CDS_0039 zinc containing alcohol dehydrogenase superfamily (CDS_0042)

IMGVR_UViG_3300029114_000221|3300029114|Ga0168819_100025[187209-220746 21461:30097(+)
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