single strand DNA binding protein (CDS_0011)
transcriptional regulator (CDS_0016)
DNA methyltransferase (CDS_0013) CDS_0015
CDS_0010 CDS_0012 CDS_0014 _T CDS_0017 CDS_0018

IMGVR_UViG_2519103020_000001|2519103020|2519104620|171397-184826 6457:10649(+)
CDS_0010 CDS_0006 CDS_0004 CDS_0003

IMGVR_UViG_2824570060_000002|2824570060/2824570061(846237-857640 1972:5559(-)
CDS_0016 CDS_0017 CDS_0018

IMGVR UViG_2888754656 OOOOO4|2888754656\2888754657|4705189 -4717430 6913:12242(+)

transcriptional regulator (CDS_0002)
CDS_0001

lﬁ

\MGVR UViG_2690316016 OOOOOl|2690316016\2690328853|771606 -781377 167:3344(-)
transcriptional regulator (CDS_0016)  Protein of unknown function (Retron_VII_2_ DUF3800) (CDS_0018)

IMGVR_UViG_2657245489 000001|2657245489]|2657305963|107423-118534 6901:10877(+)
Protein of unknown function (Retron_VII_2_ DUF3800) (CDS_0001)

IMGVR_UViG_2675903445_000002(2675903445|2675976036|171367-182291 305:4255(-)
CDS_0001

IMGVR_UViG_2579779132_000001|2579779132|2579856999|58296-69059 166:3619(-)

Rst_DUF4238__DUF4238_Pers (CDS_0002)
CDsS_0001

i#

IMGVR_UVIG_2718218368_000002|2718218368]2718229100|5535952-5546899 160:46500)

CDS.0016 CDS.0017
drmdEEmmTEH - ——@
IMGVR_UVIG_2571042380 000001|2571042380(2571109961|11234910- 1246387 6259:11478(+)

€DS.0018 CDS.0019

IMGVR_UViG_2571042540_000001|2571042540]2571126203|509419-522879 7179:13204(+)
Retron_lll__PRTase_WH (CDS_0001)

CDS_0004 CDS_0003 Retron XII_RT_12 (CDS_0002) \
@m-cmammn D s —— e — T — GO
IMGVR_UVIG 2582580982 000001/258258098212582676449116731-131884 306:8870(-)
CDS_0017

CDS_0016 CDS_0018

IMGVR_UViG_2571042775_.000001|2571042775]2571146601|4627682-4640331 7064:11767(+)
CDS_0014 CDS_0015

| e —
IMGVR_UViG_2687453225_000001|2687453225|2687453684|5331011-5343327 6091:10793(+)
CDsS_0002 CDS_0001

IMGVR_UViG_2731958037_000001|2731958037|2732038169|57570-72077 193:7355(-)
CDS_0003 CDS_0002 Gao_let_letA (CDS_0001)

IMGVR_UVIG_2617271286_000001|2617271286]2617361841|1554695-1569170 380:8059(-)

3000 nt 1

DNA, RNA and nucleotide metabolism other transcriptionregulation unknown function Defence




