
IMGVR_UViG_3300031555_001348|3300031555|Ga0318466_10026058 14540:27260(+)

tail protein (CDS_0017)
baseplate protein (CDS_0018)

19 20
tail protein (CDS_0021)

22 23 24 25 26
27

28 29 30
31

32

transcriptional repressor (CDS_0033)

transposase (CDS_0034)

IMGVR_UViG_3300029305_001464|3300029305|Ga0307249_10026800 14540:27076(+)

23 24 25 26 27 28

SAMN06164986_a1_ct6602 14539:29631(+)

23 24 25 26
Cable pilus (VF0700) (CDS_0027)

28

transcriptional repressor (CDS_0029)

30 31

IMGVR_UViG_3300029815_000042|3300029815|Ga0244882_1001071 14555:27746(+)

23 24 25 26 27 28 29 30 31

IMGVR_UViG_2844275920_000003|2844275920|2844275964|157688-191127 14558:26304(+)

23 24 25 26
27

28 29 30

IMGVR_UViG_3300014566_000176|3300014566|Ga0134372_1000002|163145-195931 14555:25651(+)

23 24 25 26
27

28 29

IMGVR_UViG_3300029617_000020|3300029617|Ga0245125_100983 14555:27497(+)

23 24 25 26 27
28

29

transcriptional repressor (CDS_0030)

31 32

IMGVR_UViG_3300007742_000020|3300007742|Ga0105758_1000708 14555:27726(+)

23 24 25 26 27 28
transcriptional repressor (CDS_0029)

30 31

IMGVR_UViG_7000000317_000097|7000000317|SRS014459_WUGC_scaffold_93237 14555:27156(+)

23 24 25 26 27 28 29 30

IMGVR_UViG_651324050_000001|651324050|651324898 14558:27989(+)

23 24 25

Reverse transcriptase (CDS_0026)
27

28

transcriptional repressor (CDS_0029)

30 31

IMGVR_UViG_3300029042_000020|3300029042|Ga0169701_100525 14555:27227(+)

23 24 25 26 27 28
transcriptional repressor (CDS_0029)

30 31

IMGVR_UViG_2513237367_000006|2513237367|2513275643|27442-60228 14555:25651(+)

23 24 25 26
27

28 29

IMGVR_UViG_3300029623_000172|3300029623|Ga0245138_1000970 14555:28668(+)

23 24 25 26 27 28 29
transcriptional repressor (CDS_0030)

31 32

IMGVR_UViG_3300029588_000103|3300029588|Ga0245111_1000638 14563:27973(+)

24 25 26 27 2829 30
transcriptional repressor (CDS_0031)

32 33

IMGVR_UViG_3300029186_000004|3300029186|Ga0167509_100554 14555:29025(+)

23 24 25 26 27 28 29 30 31
transcriptional repressor (CDS_0032)

33 34

IMGVR_UViG_3300029514_000048|3300029514|Ga0244787_100589 14555:30814(+)

23 24 25
RT_III-AM_III-B_2 (CDS_0026)

27 28 29 30 31 32

IMGVR_UViG_3300008726_000059|3300008726|Ga0113881_100240 14555:28973(+)

23 24 25 26 27 28 29 30 31 32

IMGVR_UViG_3300029857_000405|3300029857|Ga0245297_1000100|51713-87962 14555:29114(+)

23 24 25 26 27 28 29 30 31 32 33

IMGVR_UViG_3300029430_000034|3300029430|Ga0243922_101125 14555:26533(+)

23 24 25 26 27 28

IMGVR_UViG_3300029819_000216|3300029819|Ga0245024_100461|20669-53396 14558:25603(+)

23 24 25 26 27

IMGVR_UViG_3300039356_000057|3300039356|Ga0169776_00424 14550:26377(+)

24 25 26 27 28 29

IMGVR_UViG_3300029011_000088|3300029011|Ga0169594_100126|34044-67497 14555:26318(+)

23 24 25 26 27 28 29

IMGVR_UViG_3300029111_000153|3300029111|Ga0168815_100403|5876-40282 14558:27277(+)

23 24 25 26 27 28

IMGVR_UViG_3300006476_000279|3300006476|Ga0100233_100375|1-39829 14555:32694(+)

23 24 25 26 27 28 29 30 31

IMGVR_UViG_3300029427_000297|3300029427|Ga0243889_1000547|5109-39962 14558:27718(+)

23 24 25 26 27 28 29 3031

IMGVR_UViG_3300039344_000258|3300039344|Ga0169246_00111|7654-43195 14555:28406(+)

23 24 25 26 27
WYL_I_II_III_IV_V_VI_1 (CDS_0028)

peptide deformylase (CDS_0029)

30 31

IMGVR_UViG_3300007360_000217|3300007360|Ga0104766_1000649 14558:32950(+)

23 24 25 26 27

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0028)

29 30
31

32 33 34 35

IMGVR_UViG_7000000460_000027|7000000460|SRS051031_LANL_scaffold_22172 14555:25571(+)

23 24 25 26 27 28

IMGVR_UViG_3300029749_000034|3300029749|Ga0245202_1000936 14555:25707(+)

23 24 25
transcriptional repressor (CDS_0026)

27 28

IMGVR_UViG_3300029177_000004|3300029177|Ga0169205_100256 14558:25572(+)

CDS_0023
CDS_0024

transcriptional repressor (CDS_0025)

CDS_0026

IMGVR_UViG_3300007501_000259|3300007501|Ga0104994_100165|66061-99551 14558:26342(+)

CDS_0023CDS_0024
CDS_0025

CDS_0026

IMGVR_UViG_3300029256_000009|3300029256|Ga0168827_100767 14555:31758(+)

23 24 25 26 27 28 29
30

31 32 33 34 35 36

IMGVR_UViG_2910296936_000009|2910296936|2910297020|65288-104169 14555:31746(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)

27
Wadjet__JetD_II (CDS_0028)

29 30 31 32 33 34

IMGVR_UViG_3300006217_000269|3300006217|Ga0081461_1003153 14550:28612(+)

23 24

Reverse transcriptase (CDS_0025)

26
27

PD-Lambda-5__PD-Lambda-5_B (CDS_0028)

29

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0030)

31

transcriptional repressor (CDS_0032)

DNA transposition protein (CDS_0036)
37

IMGVR_UViG_3300006149_000059|3300006149|Ga0080712_1000295 14550:29032(+)

23 24
Reverse transcriptase (CDS_0025)

26

PD-Lambda-5__PD-Lambda-5_B (CDS_0027)
glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0028)

29 30 transcriptional repressor (CDS_0031)

IMGVR_UViG_3300029742_000016|3300029742|Ga0245239_101060 14512:29092(+)

23 24 25 26
PD-Lambda-5__PD-Lambda-5_B (CDS_0027)

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0028)

29 30 34 36 37

IMGVR_UViG_3300008520_000373|3300008520|Ga0111044_100613|19604-53356 14515:28440(+)

CDS_0023
amidoligase enzyme (CDS_0024)

gamma-glutamyl cyclotransferase (CDS_0025)

CDS_0026

IMGVR_UViG_3300045988_023608|3300045988|Ga0495776_101211 14579:27489(+)

19 23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

transcriptional repressor (CDS_0030)

31

MGV-GENOME-0239953 14579:28047(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31

IMGVR_UViG_3300045988_021844|3300045988|Ga0495776_059771 14810:27704(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)

27
28

29 30
31

32

IMGVR_UViG_3300045988_030215|3300045988|Ga0495776_060030 14810:27811(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31

MGV-GENOME-0241160 14810:28221(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

phenylmercury resistance protein MerG (NF033786.1) (CDS_0030)

31 32

IMGVR_UViG_3300045988_027024|3300045988|Ga0495776_060325 14810:27895(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

2829

transcriptional repressor (CDS_0030)

31
32

IMGVR_UViG_3300045988_033701|3300045988|Ga0495776_189225 14810:27753(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31

IMGVR_UViG_3300045988_021977|3300045988|Ga0495776_059916 14810:27760(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28 29 30

IMGVR_UViG_3300045988_029640|3300045988|Ga0495776_143782 14810:28063(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 32

IMGVR_UViG_3300029055_000012|3300029055|Ga0169617_100376 14812:27908(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 32

MGV-GENOME-0238548 14812:27841(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 32

IMGVR_UViG_3300045988_014599|3300045988|Ga0495776_153266 14579:28326(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)

27
28

29
DNA helicase (CDS_0030)

31 32 33

MGV-GENOME-0238431 14788:27813(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 32

MGV-GENOME-0237816 14580:27692(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31

IMGVR_UViG_3300045988_014995|3300045988|Ga0495776_160825 14810:26188(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30

MGV-GENOME-0238244 14810:27775(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 32

IMGVR_UViG_3300045988_050406|3300045988|Ga0495776_041578 14810:30795(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 32 33

IMGVR_UViG_3300045988_035113|3300045988|Ga0495776_182310 14809:27915(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

2829 30 31 32

IMGVR_UViG_3300045988_020470|3300045988|Ga0495776_101090 14579:27408(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)

27
28

29 30 31

IMGVR_UViG_3300045988_050709|3300045988|Ga0495776_144249 14810:28404(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 32

MGV-GENOME-0236624 14579:27459(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31

IMGVR_UViG_3300023492_000016|3300023492|Ga0257037_100512 14810:28130(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

glycopeptide resistance transcriptional regulator VanU (NF000090.1) (CDS_0030)

31 32

MGV-GENOME-0237261 14579:27586(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31

IMGVR_UViG_3300045988_031874|3300045988|Ga0495776_125512 14579:27517(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

2829 30

MGV-GENOME-0273876 14809:28023(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 32 33

IMGVR_UViG_3300029846_000224|3300029846|Ga0245279_100072|18820-54492 14810:28498(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)

27
28

2930 31 32

MGV-GENOME-0256042 14579:26658(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31

IMGVR_UViG_3300029380_000559|3300029380|Ga0243900_1000216|39072-74714 14810:28468(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28 29 30 31

MGV-GENOME-0243808 14810:26499(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28

Retron_VI__HTH (CDS_0029)

30

MGV-GENOME-0246642 14810:29020(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 32 33

MGV-GENOME-0272278 14810:33553(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31
transposase (CDS_0032)

33 34 35

IMGVR_UViG_3300029840_000023|3300029840|Ga0245268_100878 14237:27634(+)

16 tail protein (CDS_0017) 23 24 25

RT_III-AM_III-B_2 (CDS_0026)

27
28

29 30
31

32

IMGVR_UViG_3300045988_016476|3300045988|Ga0495776_085573 14810:31273(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 32 33 34 35 36

IMGVR_UViG_3300045988_030194|3300045988|Ga0495776_167517 14579:27817(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 33

MGV-GENOME-0237621 14579:28792(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31

MGV-GENOME-0234006 14810:28298(+)

23 24 25
RT_III-AM_III-B_2 (CDS_0026)

27 28 29 31

IMGVR_UViG_3300045988_020458|3300045988|Ga0495776_101012 14579:27402(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)

27
28

29
30

31 32

MGV-GENOME-0252660 14579:25737(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)

27

28
29

30

MGV-GENOME-0223905 14810:25036(+)

CDS_0023 CDS_0024
CDS_0025

CDS_0026

OTU_3147 14237:28139(+)

18 23

Hoc-like head decoration (CDS_0024)

25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 32

IMGVR_UViG_3300045988_016369|3300045988|Ga0495776_059967 14810:28945(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 32 37

IMGVR_UViG_3300045988_028832|3300045988|Ga0495776_060445 14810:29090(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

transcriptional repressor (CDS_0030)

31

IMGVR_UViG_3300045988_016390|3300045988|Ga0495776_062632 14788:29738(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)

27
28

29 30 31

transcriptional repressor (CDS_0032)

33

MGV-GENOME-0231527 14807:27612(+)

23 24 25
26

27
28

transcriptional repressor (CDS_0029)

30

MGV-GENOME-0244961 14810:29926(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30
31

32 33 34 35

IMGVR_UViG_3300045988_033674|3300045988|Ga0495776_062559 14810:29719(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)

27
2829

30
31

32 33 34 35 38

MGV-GENOME-0240893 14810:29338(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

2829 30 31 32 33

IMGVR_UViG_3300006502_000290|3300006502|Ga0100528_100424|20390-60311 14810:32747(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 32 33 34 35 36

SRS143417_a1_ct870_vs01 14579:33975(+)

23 24 25

RT_III-AM_III-B_2 (CDS_0026)

27
28

29 30 31 32
cas5_I-C_5 (CDS_0033)

34 35
cas3HD_I_1 (CDS_0036)

37

IMGVR_UViG_3300045988_081046|3300045988|Ga0495776_071869 14810:33211(+)

23

Hoc-like head decoration (CDS_0024)

25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 32 33 34 35 36 37 38 39

MGV-GENOME-0234255 14806:26985(+)

23 24 25
26

27
28

29 30 31 32

MGV-GENOME-0229900 14807:26341(+)

23 24 25
26

27
28

29 30

IMGVR_UViG_3300045988_112798|3300045988|Ga0495776_153370 14807:28222(+)

23 24 25
26

2728 29 30 31 32

MGV-GENOME-0234307 14807:24600(+)

23 24 25 26 27

IMGVR_UViG_3300045988_150683|3300045988|Ga0495776_044007 14807:31860(+)

23 24 25
26

27
28

29 30 31 32 33 34 35 36

TemPhD_cluster_31774 14809:38594(+)

23

Hoc-like head decoration (CDS_0024)

25

RT_III-AM_III-B_2 (CDS_0026)
27

28
29

30 31 32

Trehalose-recycling ABC transporter (VF0842) (CDS_0033)

34 35 36 37 38 39
integrase (CDS_0040)

integrase (CDS_0041)

42 43 44

9000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function Defence Virulence AMR


