holin (CDS_0020) anti-repressor (CDS_0028)
virion structural protein (CDS_0017) TZl 23 ATPase (CDS_0026) | Sak4-like ssDNA annealing protein (CDS_0032)
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|MGVR?UVinS3OOO459887052174|33000@88 |Ga0495776_170734 18553:28231(+)

endolysin (CDS_0022)
CDS_0021 CDS_0023

[— I
IMGVR_UViG_3300029365_000530|3300029365|Ga0243866_1000310|5601-39759 13184:24867(+)

transcriptional regulator (CDS_0028)
Retron_VI__HTH (CDS_0029)
22 ATPase (CDS.0027)
2324 25 26 | 3233
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IMGVR_UViG_3300045988_063770|33000388\Ga0495776_162888 13335:28068(+)

UmuD-like protein (CDS_0040)
35 36 3738 39 Retron_VI_HTH (CDS_0041)

|MGVR?UVinS3OOO459887044284|33000@88\Ga0495 776_178048 20436:35686(+)

UmuD-like protein (CDS_0039)
endolysin (CDS_0036)
35 37 38 Retron_VI_HTH (CDS_0040)
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uvig_14707 20436:34846(+)
36 37 38 39 40 4142 Retron_VI_HTH (CDS_0043)

IMGVR_UViG_3300029445_000457|3300029445|Ga0243741_1000575|376-39525 21136:37539(+)

endolysin (CDS_0023) transcriptional regulator (CDS_0027)
17 22 24 25 26 Retron_VI__HTH (CDS_0028)
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Shkoporov_2019_SRR9161588_NODE_48_length_37984 cov_38.322576 13187:29664(+)

endolysin (CDS_0022) transcriptional regulator (CDS_0026)
21 23 24 25 Retron_VI_HTH (CDS_0027)
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SAMN11893692_ a1 ct6038 13187:29624(+)

23
17 tail fiber protein (CDS_0019) [24 25 26 27 31

IMGVR_UViG_3300029424_000291|3300029424|Ga0243789_1000195[43072-77994 12894:26769(+)

nucleoside 2-deoxyriboslltransferase (CDS_0023)
transcriptional repressor (CDS_0025)
22| 2 26

i%

uvig 440720_ 13264:27078(+)

transcriptional repressor (CDS_0034)
nitroreductase (CDS_0029)
endolysin (CDS_0022) hydrolase (CDS_0031)
21 23 ATPase (CDS_0024) 25 26 27 28 30 32 &% 35
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uvig_446311 13184:37648(+)

nitroreductase (CDS_0038) UmuD-like protein (CDS_0043)

31 37 [39 40 41 42 Retron_VI__HTH (CDS_0044)
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uvig 101578 17251:36707(+)

tail chaperone protein (CDS_0014)
Retron_VI__HTH (CDS_0019) CDS_0020
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MGV-GENOME-0253679 9358:21992(+)
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