DnaC-like helicase loader (CDS_0033)

endonuclease (CDS_0041)
excisionase (CDS_0040)

CDS_0035 Retron_|_B__ATPase_TOPRIM_COG3593 (CD5_0039) CDS_0043
CDS_0034] CDS_0036 CDS_0037 CDS_0038 | |CDS_0042] CDS 0044
|

-G — | K
TemPhD_cluster 47525 28359:39976(+)

CDS_0034 CDS_0037  Retron | B_ ATPase TOPRIM_COG3593 (CDS_0038)
D—{/G—(— A — | KKK
TemPhD_cluster_40095 28781:40017(+)

37 38 39 40 41 42 Retron_|_B_ATPase TOPRIM_COG3593 (CDS_0043)

IMGVR_UViG_2802428859_000002|2802428859|2802433553|149435-200776 28781:42873(+)

PD-T7-2_PD-T7-2_A (CDS_0039)
PD-T7-2_PD-T7-2_B (CDS_0040)

CDS_0038 CDS_0041 CDS_0046
TemPhD_cluster 58912 28408:40946(+)
unknown function (CDS_0005)

CDS_0058 Gabija_GajB_2 (CDS_0001) CDS_0003 CDS_0007
TemPhD_cluster_47248 42689:4439(+)

CDS_0058 Gabija_GajB_2 (CDS_0001)
TemPhD_cluster_39932_ 42675:4439(+)

DRT8__DRT8b (CDS_0039) DRT8__DRT8 (CDS_0040)
—-G—1 A — | ( —O—CC &K
TemPhD_cluster_31448 28401:39479(+)
unknown function (CDS_0044)
CDS_0046

CDS_0038 CDS_0039 CDS_0040 CDS_0045 CDS_0047

TemPhD_cluster 47237 28434:40582(+)
CDS_0038 CDS_0039
TemPhD_cluster_58884 28419:39682(+)
HNH endonuclease (CDS_0041)
CDS_0045
CDS_0046
CDS_0038 esterase/lipase (CDS_0039) CDS 0044 | | CDS_0048

TemPhD_cluster_58585 28898:42110(+)

transposase (CDS_0029)
CDS_0026 CDS_0027 CDS_0028 CDS_0030

a— K — H O

IMGVR_UViG_2517487022_000001|2517487022|2517487837|1669524-1715504 23319:37141(+)
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